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Abstract: Objective To find potential Traditional Chinese medicinal ingredients for treating novel coronavirus pneumonia (COVID-
19) based on database. Methods ACE2 was used as the search term, using SYMMAP, TCMID and ETCM databases to select the
ingredients of Traditional Chinese medicine (TCM) and herbs. GCBI platform was used to screen the inflammatory factors related to
the target, and the related diseases and core network map were obtained. ACE2 was input into the STITCH database to query the
positive control drugs. The receptors were treated with Sybyl (2.0) software, and the docking analysis of ACE2 (1R42) and sars-cov-
2) 3CL pro (6LU7) with the components of Chinese medicine and positive control drugs was performed. Swiss ADME platform was
used to construct radar map for better docking results of traditional Chinese medicine components and positive control drugs.
Results Tatolly 7 ingredients of TCM and their related herbs were found. In the network, CXCR4 was the gene with the most
connections and its cytokine-cytokine receptor interaction and chemokine signaling pathway may be a potential mechanism for the
treatment of COVID-19. According to the results of molecular docking, 2',4',3,4 -tetrahydroxy chalcone and puerarin had the highest
docking scores with 2019 novel coronavirus related proteins. Conclusion 2',4',3,4-tetrahydroxy chalcone and so on may be potential
Traditional Chinese medicinal ingredients in the treatment of COVID-19.
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Fig.1 Network of targets related to Traditional Chinese Medicinal ingredients
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Fig.2 ACE2related positive drugs from STITCH database
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Table 2 Docking results of Traditional Chinese Medicinal

compounds and positive drugs
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Fig. 3 Diagram of interaction representative compounds with ACE2
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Fig. 5 Bioavailability radar of correlation compounds
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