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Study on mechanism of anti-diarrhea of mongolian medicine Sulongga-4
Granules based on network pharmacology
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Abstract: Objective Sulongga-4 Granules is a classic ethnic medicine formula, which is clinically used in the treatment of infantile
diarrhea. In this study, the potential mechanism of multi-component, multi-target and multi-pathway treatment of diarrhea was
explored based on network pharmacology. Methods Through TCMSP platform, Batman-TCM database and literature retrieval, all
the chemical components and targets of four Traditional Chinese medicines in Sulonga-4 Granules were collected. and the known
therapeutic targets of diarrhea were obtained by GeneCards database and OMIM database. The Venn diagram was constructed to
obtain the therapeutic target of Sulongga-4 Granules in treating diarrhea. Cytoscape 3.7.1 software was used to construct a "drug-
component-target" network between active ingredients and potential targets. PPl network was established through String 10.0
database and core target proteins were obtained. R software was used to analyze the GO function and KEGG pathway of intersection
genes. Results According to the database search and the established screening criteria, 34 active components and 110 targets of
Sulongga-4 Granules were obtained, among which 74 were potential targets for anti-diarrhea of Sulongga-4 Granules. GO biological
process analysis revealed 87 items, and KEGG pathway analysis revealed 117 pathways, mainly involving PI3k-Akt signaling
pathway, TNF signaling pathway, pS3 signaling, pathway apoptosis pathway, etc. It is speculated that Sulongga-4 Granules may play
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an anti-diarrhea effect by anti-inflammatory, affecting apoptosis and repairing intestinal mucosal damage. Conclusion The active

components of Sulongga-4 Granules mainly inhibit the production of inflammatory factors, block inflammatory response, promote

apoptosis and repair intestinal mucosal damage through CASP-3, EGFR, IL-6, VEGFA, MAPKS and other targets, and finally play

an anti-diarrhea role.
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