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Study on mechanism of Four Gentlemen Decoction for treatment of gastritis
based on network pharmacology
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Abstract: Objective To predict the main active ingredients and target of the treatment of gastritis by the network pharmacology, and
to explore the potential mechanism of multi-component, multi-target and multi-pathway. Methods Through the database of
pharmacology database and analysis platform(TCMSP) of Chinese medicine system, the chemical constituents of the four gentlemen
soup and the 4 traditional Chinese medicine codonopsis, alfalfa, poria, and licorice were collected. The active ingredients of the drug
were screened by three conditions: oral absorption rate(OB), drug-like properties(DL), and Half-Life(HL), and the target targets of
the active components were predicted through the SwissTargetPrediction database; At the same time, the target points of gastritis are
retrieved and screened from the TTD, Dragbank and DisGeNET databases; After mapping the component target with the disease
target point, Cytoscape 3.2.1 software is used to construct the drug active component-target protein interaction network, and at the
same time, the String database is used to draw the target protein-target protein interaction network; The target protein was analyzed
by GO and KEGG using DAVID database, and the network map of core active ingredient-core target-metabolic pathway was
constructed. Results 68 chemical components were selected from the four gentlemen's soup, which involved 10 targets for the
treatment of gastritis. GO analysis shows that it involves 9 biological processes such as monosporin metabolism process,

heterocyclic metabolism process, drug metabolism process, drug decomposition process, steroid metabolism process, and 17
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molecular functions such as oxygen binding, monooxygenase activity, and redoreductase activity., Including cell membrane,

endoplasmic omentum and other 6 cells; The results of KEGG analysis show that it may be treated by drug metabolism-cytochrome

P450, linoleic acid metabolism, cytochrome P450 exogenous substance metabolism, neuroactive ligand interaction with receptors,

chemical carcinogenicity, steroid hormone biosynthesis, retinol metabolism 7 signal pathways Gastritis. Conclusion This study

shows that Sijun Decoction can treat gastritis through multiple targets and multiple pathways to lay a certain foundation for the study

of molecular mechanisms in the future.
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Table 1 List of active components of Sijunzi Decoction
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Table 2 List of gastritis targets
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Fig.1 Active component-target network diagram
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Fig.2 Target-target interaction network
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Fig.3 KEGG pathway analysis diagram
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Table 3 Results of GO analysis

GO
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Fig. 4 Sijunzi decoction compound-target-path diagram
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