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Correlation of 5-HTR2A Gene with 1027>C Polymorphism and clinical efficay of
antipsychotics based on Meta-Analysis

WANG Liping, ZENG Junfen, SONG Jinchun
Pharmacy Department of Renmin Hospital, Wuhan University, Wuhan 430060, China

Abstract: Objective To evaluate the correlation between the clinical efficacy of antipsychotics and 5-HTR2Agene with 1027>C point
mutation. Methods The research data from the database of Web of Science, PubMed, CNKI, Wangfang, VIP were searched from the
initial date to May 2, 2017 to collecte the published studies about the 5-HTR2A4 102T>C polymorphism on the effects of antipsychotics.
According to the inclusion and exclusion criteria, the studies were screened, the data were extracted, and methodological quality of the
included studies was evaluated. Then Meta-analysis was conducted using Stata 12.0 software. Results A total of 10 studies were
included. There was no significant association between 5-HTR2A gene with /027>C point mutation and the clinical efficacy of
antipsychotics in allele gene model, codominant gene model (77 vs CC), codominant gene model (77 vs TC), and dominant gene model
(P > 0.05): allele gene model, OR=1.16, 95%CI (1.00—1.36); codominant gene model (77 vs CC), OR=1.23, 95%CI (0.91-1.65);
codominant gene model (77 vs TC), OR=0.90, 95%CI (0.68—1.19); dominant gene model, OR=1.04, 95%CI (0.80—1.34); However,
there was statistical significance in allogene gene model and super-dominant gene model (P < 0.05): recessive gene model, OR=1.37,
95%CI (1.09—1.72); super-dominant gene model, OR=0.78, 95%CI (0.62—0.96). Conclusion 5-HTR2A gene with 1027>C point
variant has correlation with the clinical efficacy of antipsychotics.
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Study %
D OR (95% CI) Weight
Wei Yujun(2014) ——o.— 1.10 (0.60, 2.02) 650
Li Xuesong(2012) — 1.10 (0.79, 1.51) 2321
Wang Yuhong(2006) ——%—0— 1.33(0.89, 1.98) 13.79
Kim(2008) e 0.4 (0.20, 0.94) 6.66
Masellis(1998) —0—-— 0.97 (0.64, 1.47) 14.94
Burnet(1995) _ 1.19 (0.74, 1.89) 10.66
Arrans(1995) ——o— 1.82 (111, 2.97) 7.95
Malhotra(1996) —_— 0.88 (0.43, 1.83) 5.08
Anttila(2007) ——%—0— 1.38(0.73, 2.58) 5.45
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Overall (I-squared = 27.1%, p = 0.195) <> 1.16 (1.00, 1.36) 100.00
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Study %
D OR (95% Cl) Weight
Wei Yujun(2014) —_— 1.08 (0.42, 2.77) 6.77
Li Xuesong(2012) T—— 1.35 (0.83, 2.21) 22.04
Wang Yuhong(2006) — 1.33 (0.70, 2.53) 12.80
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Malhotra(1996) —_— e 1.16 (0.35, 3.79) 415
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Fig. 6 Forest plot of super-dominant gene model
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