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Molecular structure and mechanism of P-glycoprotein functions

YANG Xiaobo, LIU Kexin
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Abstract: P-glycoprotein (P-gp) is one kind of membrane proteins which belongs to sub-family B of the ATP-binding cassette
transporter superfamily. P-gp is mainly localized in the liver, kidney, gastrointestinal tract and blood brain barrier. On one hand, P-gp
plays an important part in transporting ligands across cellular lipid membranes, which is critical for most aspects of cell physiology,
including the uptake of nutrients and elimination of waste products, energy generation, and cell signaling. On the other hand, there is a
greater likelihood of treatment failure if P-gp expression increases after therapy. One of the best-understood MDR involved
mechanisms is the over-expression of P-gp. In the present review, we will provide the latest advances in the studies of the molecular
structure basis and the mechanism of P-glycoprotein functions.
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