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Advances in studies on quinolone resistance and its mechanisms
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Abstract: Quinolones have potential and broad antimicrobial activity on gram-positive and -negative bacteria in clinic, respectively.
They could interfere the duplication of bacteria by blocking the physiologic function of DNA gyrase and DNA topoisomerase IV. So
quinolones have been used worldwide against a variety of infections. As a result of their frequent use, bacterial resistance to quinolones
has gradually developed and limited their therapeutic efficacy in infections. This article reviews the antibacterial and resistance
mechanisms of quinolone based on the recent research advances.
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