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Application of toxicogenomics on vesearch of biomarker

ZHOU Xiao-bing, Wang Ju-feng, LI Bo

National Center for Safety evaluation of Drugs, National Institutes for Food and Drug Control, Beijing 100176

Abstract: Toxicogenomics has recently been developed greatly, and it has contributed a lot on identifying potential biomarkers of

toxicity. Biomarker is objectively measured and evaluated as an indicator of normal biological processes, pathogenic processes, and

pharmacologic responses to a therapeutic intervention. Nowadays, biomarkers have already been used widely at clinical diagnosis

and investigation of new drugs. The progression of application of toxicogenomics on discovery and Screening of biomarker is

reviewed.
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