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Advance in study on early and rapid assays of genotoxicity
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Abstract: Genotoxicity assessment is an important component of drug safety evaluation. Recently, how to obtain the data of potential
side effects rapidly in early phase of drug research is one of the hot points in genetic toxicology. This review summarized several
prospective approaches including Ames II test, Gadd45 GreenScreen test, high-throughput in vitro comet test, and micronucleus test
using flow cytometry, and their principles, brief procedure, validation, advantages, and potential problems. Additionally, this review

gave a brief introduction of computer-assisted toxicity prediction model and application of microarray in genotoxicity evaluation.
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