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Studies on the Effect of Compound Danshen Dripping Pills on gene
expression of acute myocardial infarction model in rats
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Abstract Objective: To investigate the role of traditional Chinese medicine Compound Danshen Dripping Pills in the regulation of
immune-related genes expression in acute myocardial infarction. Methods: Myocardial infarction was induced by ligation
of the left anterior descending artery. Isolated the total RNA from ischemia tissue of Compound Danshen Dripping Pills
group and model group, and then screened the differently expressed genes with the gene chip technique. Results: There
were 49 regulated genes by Compound Danshen Dripping Pills compared with the model, 39 genes were down-regulated,
including Ppp3rl, Rhoa and Nppa; 10 genes were up-regulated such as H2-T24, RT1-CE15, Ptprb and Hcst. Conclusions:
Some genes and signaling pathway such as Wnt signal pathway could be regulated to reduce the myocardial damage of
ischemia tissue by Compound Danshen Dripping Pills.
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Table 1 Differential express gene between CDDP group and model group.

Name Description Ratio *J*3J
Oaslk 2'-5' oligoadenylate synthetase 1K 2.97
Oasl2 2'-5' oligoadenylate synthetase-like 2 2.12
Slc2a4 solute carrier family 2 (facilitated glucose transporter), member 4 2.05
Ptprb protein tyrosine phosphatase, receptor type, B 2.04
RTI1-CE15 RTI1 class I, CE15 1.94
Psmb8 proteasome (prosome, macropain) subunit, beta type 8 (large multifunctional peptidase 7) 1.94
Egrl early growth response 1 1.80
Hest hematopoietic cell signal transducer 1.77
H2-T24 histocompatibility 2, T region locus 24 1.69
Gdi2 GDP dissociation inhibitor 2 0.63
Lxn latexin 0.63
Dcps decapping enzyme, scavenger 0.63
Rab5a RABS5A, member RAS oncogene family 0.61
Shisa4 shisa homolog 4 (Xenopus laevis) 0.61
Ywhaz tyrosine  3-monooxygenase/tryptophan  5-monooxygenase activation protein, zeta 0.61

polypeptide
Oxctl 3-oxoacid CoA transferase 1 0.60
Heatr7b2 HEAT repeat family member 7B2 0.60
Fbx122 F-box and leucine-rich repeat protein 22 0.60
Akrlcll aldo-keto reductase family 1, member C-like 1 0.59
Oxrl oxidation resistance 1 0.59
Gpr180 G protein-coupled receptor 180 0.58
Rhoa ras homolog gene family, member A 0.53
Rabl18 RABI18, member RAS oncogene family 0.53
Mt2A metallothionein 2A 0.52
Ssr3 signal sequence receptor, gamma 0.52
Eraf erythroid associated factor 0.52
Rab3d RAB3D, member RAS oncogene family 0.50
Gpnmb glycoprotein (transmembrane) nmb 0.49
Syapl synapse associated protein 1 0.47
Ppp3rl protein phosphatase 3, regulatory subunit B, alpha isoform (calcineurin B, type I) 0.47
RGD1562101  similar to very large G-protein coupled receptor 1 0.46
H1f0 H1 histone family, member 0 0.45
Slc3al solute carrier family 3, member 1 0.43
Stx7 syntaxin 7 0.43
Aspn asporin 0.40
Mlit3 myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila) translocated 0.38
to, 3
Ogn osteoglycin 0.38
Hnrnpa3 heterogeneous nuclear ribonucleoprotein A3 0.37
Empl epithelial membrane protein 1 0.32
Maml1 mastermind like 1 (Drosophila) 0.23
Nppa natriuretic peptide precursor A 0.22
LOC679886 similar to Charged multivesicular body protein 4b (Chromatin-modifying protein 4b) 0.11

(CHMP4b)
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