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Abstract: Objective To explore the distribution and drug resistance of infectious diseases in Tianjin First Central Hospital from 2016
to 2018, aiming to provide a scientific basis for the clinical treatment of infectious diseases. Methods 524 Cases of infectious diseases
from January 2016 to August 2018 in Tianjin First Central Hospital were analyzed. The pathogens were tested, identified and tested for
drug susceptibility. The distribution of pathogens and the resistance of various pathogens were recorded and recorded. Results The
pathogens were detected in 524 patients with infectious diseases and 503 strains of pathogens were detected, including 311
Gram-negative bacteria (61.83%), 153 Gram-positive bacteria (30.42%), 31 fungi (6.16%), and strain (1.59%). Among them,
Gram-negative bacteria were mainly Escherichia coli, Acinetobacter baumannii, and Klebsiella pneumoniae, with 102 strains
(20.28%), 65 strains (12.92%), and 47 strains (9.34%). Gram-positive bacteria were mainly Staphylococcus aureus and Streptococcus
pneumoniae, with 54 strains (10.74%) and 32 strains (6.36%). The fungi were mainly Candida tropicalis and Candida albicans, with
13 strains (2.58%) and 11 strains (2.19%). Drug sensitivity test results showed that the drug resistance rate of E. coli against
tobramycin, cefoxitin, ceftazidime, and cefotaxime were more than 50%, while the drug resistance rate against cefepime, cefoperazone,

meropenem, and aztreonam were less than 10%. The drug resistance rate of 4. baumannii against levofloxacin, ampicillin, gentamicin,
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and aztreonam were more than 50%, while the drug resistance rate against amikacin, cefepime, and cefoperazone were less than 10%.

The drug resistance rate of K. pneumoniae against tobramycin, ampicillin, ceftazidime, cefoxitin, cefotaxime, and aztreonam was

higher than 50%, while the drug resistance rate against amikacin, meropenem, cefoperazone were less than 10%. The drug resistance

rate of S. aureus against levofloxacin, oxacillin, penicillin G, tetracycline, and cotrimoxazole were more than 50%, while the drug

resistance rate against linezolid, ciprofloxacin, vancomycin, erythromycin, and tigecycline were less than 10%. The drug resistance rate

of S. pneumoniae against penicillin G, ciprofloxacin, gentamicin, and tetracycline were more than 50%, while the drug resistance rate

against vancomycin, co-trimoxazole, erythromycin, and tigecycline were lower than 10%. Conclusion From 2016 to 2018, the

pathogens of patients with infectious diseases in Tianjin First Central Hospital are mainly Gram-negative bacteria, and the main

pathogens have high drug resistance. Clinicians should conduct pathogen detection and select a reasonable class of antibiotics for

patients with infectious diseases.
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