+ 1570 - AR HGwEEAE  Drugs&Clinic $34% H5# 2019454

2016—2018 FEi#FHTH A RERHFTE LR EEMIPFER LM EKFFRRE S
K zatE o 4h

A
WEBHT N REERE A=) LB, JuFd BEFH 457000

7 E: BM T 2016—2018 EMEFH N R BoEi A ) LRI IS s I G P e 00 7R J T [ 40 A S 20, DRI AR B B A
FPUEYIRAMKIE . 3% BB 34 2016—2018 AR PH T N BRI i A ) LRk SR I 4 = R e 1 2 i & 1 114 93T e it
Zitk. S5R LR R 1096 R, HHFEAR T BRI 570 1 (52.01%), HUCHIRIE 223 4 (20.35%). /{wﬁ
WA 535 120 4] (10.95%); HLor B9t 769 MR R B, P 22 [T 513 Bk, & 66.71%, EEAMA AR, Kpik
AN S ASIFF R SRR 221 Kk, b 28.74%, FECASHEOHAERE MM A BEERE . KR A BN Sk AU | sz
B ZREER EMPRRRENZYIN 2RI 60%; 602 AN Skffne . SAHER PSRRI
. ZFWE E M2 33581 600%; iR ST A XS S B . BISEIE AR . SR PEAR/AT CUE . S B B R A
BRI (Vi 24 e 35 T8 65% /5 A7 o 4 B0 €08 2 BR b AN It 8 B BR B 2% /b # 36 . RIRMLIR N 2% )L T 0. 2518 BT ARER
BeBi2E ) LR EORE S b s I e S0 9 S TR o A 0, S USIR AR [2 TAR  73 Jir 2 M 0 A e ek i B2 R

XHEIR: PR B LR EREIYE RER; w2

FESHES: R78.1 NHEREE: A XEHS: 1674 - 5515(2019)05 - 1570 - 04

DOI: 10.7501/j.issn.1674-5515.2019.05.065

Distribution and drug resistance of pathogenic bacteria of infectious diseases in
intensive care unit of neonatology department in Puyang People’s Hospital from
2016 to 2018

KONG Yu-xian
Department of Neonatology, Puyang People’s Hospital, Puyang 457000, China

Abstract: Objective To understand the distribution and drug resistance of pathogenic bacteria of infectious diseases in intensive care
unit of neonatology department in Puyang People’s Hospital from 2016 to 2018, and to provide reference for clinical rational use of
antibiotics. Methods A retrospective survey was conducted to analyze the distribution and drug resistance of infectious diseases in
intensive care unit of neonatology department in Puyang People’s Hospital from 2016 to 2018. Results A total of 1 096 samples were
collected, including 570 samples (52.01%) from blood, 223 samples (20.35%) in urine, and 120 samples (10.95%) in sputum and
nasopharyngeal secretions. A total of 769 strains of pathogens were isolated. Gram-negative (513 strains) accounted for 66.71%, and
main of them were Klebsiella pneumonia, Escherichia coli, and Acinetobacter baumannii. Gram-positive bacteria bacteria were 221
strains (28.74%), and main of them were Staphylococcus aureus and Streptococcus pneumonia. The drug resistance rate of E. coli against
cefotaxime, imipenem, polymyxin E, and amikacin were more than 60%. The drug resistance rate of A. baumannii against ceftazidime,
sulfamethoxazole, amoxicillin/clavulanic acid, imipenem, and polymyxin E were more than 60%. The drug resistance rate of K.
pneumonia against sulfamethoxazole, amoxicillin/clavulanic acid, ampicillin/sulbactam, meropenem, and macrodantin were about 65%.
The drug resistance rate of S. aureus and S. pneumonia against vancomycin and linezolid were next to 0. Conclusion Urinary tract
infection pathogens are widely distributed in Wuhan Puren Hospital. The main pathogen is still Gram-negative bacilli. Doctors
should select the antibiotics based on the etiology of monitoring data.
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Table1 Source distribution and composition ratio of specimens
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Table 2 Distribution of pathogenic bacteria
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Table 3 Resistance rate of main Gram-positive Bacteria to
common antibiotics
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Table 4 Resistance rate of main Gram-negative bacteria to common antibiotics
PN 7Eria| {1 % AN FF Jifi 98 e T AR &
U259
n/tk fiif 24 2 1% n/kk fif} 25 2% n/tk it} 245 %1%
STt 5 47 51.6 15 43.2 3 10.0
Kz 21 40.0 29 65.2 12 36.5
=Wk 27 48.6 14 67.2 9 65.5
o] B 75 PR PR IR 20 42.9 34 73.1 19 62.2
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157 S S 36 84.2 20 36.5 7 10.0

SR A T 24 9 T ) o bR, AT [ A
2 2 B T BB R ST R A sz v Y
= BA M KA 1 S R B B R 9% v T A
BRI X R 23 Bt B 2 i 2 P R e . X — R TR
2 AR (R A H A TR P KR A
LG R . 2R R E DR RN
Wi 25 Z IS 60%;  fifl = AN BT B Sk A A E |
SO BTSSP IR . WS 2R AR
E [N 2% 35k 1 6000 i 98 7 B A1 B XS Sk e N
SLffbnE . R M Z R E R E M 25%35 8
30%~50%. = HE 5 2% [P B e 5 R RN 22 2 TR
# E M2, WREHAXHANPIEAY. F%5
2% P A 4 TR A BRI A BEER R A T
B MR 0. (HiXE254)
EEs, HAmEREAE. B Mk, Hr7)L
A )L BB R E AR, SRR AR ) L B2 .
30 £ o A U TR S 2R R A ) LB R i AT
T PR ) AL

ZE LR, WA WERE TN RIE R A ) LR
i 4 S B B S R AR, IR R

DA e i o M 0 BT A X ME e B A R

S 30K

[1] ZkEE, SRR, BieE, % Hid) LR ERRIRTT
5P W [0 EwIg R AR g, 2004, 18(3):
54-55,

[21 WA, BE LB 3 ZE SO b 7 R SR
fER R 20T [J]. %24, 2019, 23(3): 513-517.

[31 WFRifk, FH=, #FH. &GRSR ERRE
[M]. 28 3R, PRl ARFGRFEHiMA, 2006: 744-745.

[4] Clinical and Laboratory Standards Institute (CLSI).
Performance Standards for Antimicrobial Susceptibility
Testing [S]. 2017: M100-S27.

[6] GKE-F. EAEREGLVE RO B LI SR Bk ) B i 24 VAR
A [ FELTZ, 2016, 14(2): 132-133.

[6] JEARE. X5 UM B L0 R 1 T 2418 4>
M [J]. H“fREEZGR A, 2017, 15(19): 196-198.

[71 &k 2015—2017 QT o0 B B EEORE e 4 = sk g
PR 0 R T o3 A BT 25 P A 0] IARE M S I
JK, 2018, 33(11): 3055-3059.

[8] B W, FrA: LA R IR G s 19 iR T A R 24
SR [J]. EEEMSERZ, 2017, 24(10): 59-60.



