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Abstract: Objective To explore the distribution of pathogenic bacteria and drug resistance of infectious diseases in intensive care unit of
respiratory department in Beijing Huairou Hospital from 2015 to 2017, to provide a reference for the rational choice of antimicrobial drugs
in the clinic and controling the infection. Methods The etiological test results and drug susceptibility results of 860 patients hospitalized
in RICU from January 2015 to December 2017 in Beijing Huairou Hospital were retrospectively analyzed, and the distribution drug
resistance of pathogenic bacteria were investigated . Results A total of 3 800 strains of pathogens were isolated, and most of them were
isolated from sputum (63.34%). Gram-positive bacteria bacteria were 926 strains (24.37%), and main of them were Staphylococcus
aureus, Streptococcus pneumoniae, and Staphylococcus haemolyticus. Gram-negative (2 482 strains) accounted for 65.31%, and main of
them were Escherichia coli, Acinetobacter baumannii, and Pseudomonas aeruginosa. Fungus (392 strains) accounted for 10.32%, and
main of them were Candida albicans. E. coli in Gram-negative bacteria had low resistance to carbapenem drugs (such as imipenem),
amikacin, and cefoperazone, and it was highly sensitive to polymyxin E. 4. baumannii had strong resistance and was only highly sensitive
to polymyxin E. P. aeruginosa had low resistance to polymyxin E and cefoperazone. S. aureus, S. pneumoniae, and S. haemolyticus in
Gram-positive bacteria had higher sensitivity to vancomycin and teicoplanin, but they had higher resistance to macrolides (erythromycin,
gentamicin, etc.). Conclusion Gram-negative bacteria are the main pathogens of RICU infectious diseases in Beijing Huairou Hospital,
and the drug resistance is more serious. And regular monitoring of the distribution of infectious pathogens and their drug resistance are
important for the rational selection of antimicrobial agents in the clinic.
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Table 1 Source distribution of specimens

FRA YR n/fl Fo L/ %
R 2540 63.34
Lk 442 11.02
MM 380 9.48
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It VR R e ML 157 3.92
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St 4010 100.00
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Table 2 Distribution of pathogenic bacteria ﬁﬂ%j—%% Xﬁﬁ?}%%ﬁ g}:{ﬁ %2’75% ( ﬁl] DA DN
Bl T Ji R n/fl R/ % B OK A B B SRR S5 1 25 241K, X 2 /% E
AL SRR 47 124 REigUk, ARBTG5 R T 10%: 6
ALk 83 218 BORE R RAT RO 2T, DO SR E 5
e - T JEE WEERIEEA L FEK B KB HA
ememkn o eyy | TUVRBIRZIRAE, XIARGUE I 2
A 13 g71 1 10%, XAPY TR 255 Rk 100.00%, LA 4.
&t 926 24.37 25 FEERMEHRAMEAYAMAMNE
B BT 110 2.89 IR 22 TR R M A T e . S-S s i
Jils 9% 5 o ACURF T 345 9.08  ARSLERMELL R P PEFE 2R B BUR IR &, T 23
B2 B L 380 10.00 5 f%; AT {24 P RE XG5 T T 29 1D i 2 53541
HE AT 5 102 ogsen, UBPERRER: JCH AR H IS 2
ot T O MR RICT 16%, AL S, R e
et 5480 6531 DL PP RE 32 B (M RBUBCE B my, 0T a RE Mae J f f BE
HE S L P A 30 079 MERUBUBHEAR. WLEKS.
Bl 2L R 33 0.87 3 iTie
R 22 1% B 189 4.97 EAEK, RICU #7852 2145 KB B it ¢
Sttty 140 368 vk, HICHCRI26HZ. RICU fihIIE RS T
. i 392 1032 B IRIT IR TRIANT, iR 0 B K2 it i
ol 800 00 H . g AR R SR, R
#3 FEEZHMHEMERREAYNAE
Table 3 Resistance rates of main Gram-positive bacteria against common antibiotics
- S e ] Jili 58 FEFR 4 AR AR B
SINLESEY)
n/fl i 245 5%/% n/fl i 255/ % n/fl MR 25 2/%
THRR 1 0.41 1 0.71 0 0.00
SO 104 42.98 129 92.14 46 55.42
ARS 174 71.90 138 98.57 75 90.36
PN 131 54.13 — — 66 79.51
HEHR 231 95.45 99 70.71 82 98.80
AEHE — — 26 18.57 83 100.00
Sk A 5 e 65 26.86 3 2.14 21 25.30
S hAs 81 33.47 5 3.57 65 78.31
Sk Fo b 42 17.36 2 1.43 46 55.42
LI A 82 33.88 3 2.14 67 80.72
BEhT 2 0.83 0 0.00 0 0.00
U785 127 52.48 122 87.14 39 46.99
VG H R 60 24.79 — — 1 1.20
FAEF 73 30.17 — — 6 7.23
AR E 97 40.08 24 17.14 73 87.95
=Wk 80 33.06 124 88.57 55 66.27
2R AR 109 45.04 — — 82 98.80
W R 121 50.00 — — 77 92.77
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Table 4 Resistance rates of main Gram-negative bacteria against common antibiotics
_— PN 7R | fif) 2 ANB)FF 1 i 2 Al o B T
n/fl M 252 /% n/fl i 2 2/% n/fl i 25 %1%
ZHWHEE 0 0.00 1 0.24 3 0.79
EFA 7 1.12 284 68.43 33 8.68
W s 3 0.32 285 68.67 58 15.26
WRF PG A 99 15.79 300 72.29 66 17.37
KR 2 60 9.57 286 68.92 62 16.32
PN S 326 51.99 286 68.92 92 2421
kAR e 50 7.97 58 13.98 22 5.79
KA P fi 200 31.90 317 76.39 238 62.63
NS 363 57.89 298 71.81 93 24.47
i 273 43.54 370 89.16 67 17.63
St fbne 367 58.53 292 70.36 103 27.11
LAt 361 57.58 281 67.71 99 26.05
WRF VG A 529 84.37 311 74.84 122 32.11
=Wkl 396 63.16 257 61.93 377 99.32
KAVET 190 30.30 359 86.51 380 100.00
LAl 343 54.70 146 35.18 316 83.16
WK E 144 22.97 393 94.70 47 12.37
] B4 104 16.59 161 38.80 47 12.37
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Table 5 Resistance of main fungi to common antibiotics
P— IR 22 % B PR L e B IR 2B
n/l i 25 26/% n/fl iR 25 56/% n/fl TS 2452/ %

SRR 4 2.12 7 21.21 1 3.33
it 7 3.70 6 18.18 5 16.67
5-FR M I 2 1.06 1 3.03 0 0.00
R e 4 2.12 7 21.21 2 6.67
PitEsi % B 6 3.17 2 6.06 3 10.00
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