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Analysis on distribution and drug resistance of pathogens causing urinary tract
infection in adults of Wuhan Puren Hospital from 2016 to 2018
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Abstract: Objective To analyze the distribution and drug resistance of pathogenic bacteria causing urinary tract infection in adults
of Wuhan Puren Hospital, in order to further provide the reference for rational use of antibacterial agents. Methods The strains
isolated from the urine in Wuhan Puren Hospital from January 2016 to August 2018 were collected, and the identification and
antimicrobial susceptibility were performed by VITEK 2-Compact. Drug resistance was judged according to CLSI 2017 and
WHONET 5. 6 software was used to analyze the data. Results A total of 1 822 bacterial strains were isolated, in which Gram-negative
(1 318 strains) accounted for 72.34%, and main of them were Escherichia coli, Klebsiella pneumoniae, Pseudomonas aeruginosa, and
Proteus mirabilis. Gram-positive bacteria bacteria were 430 strains (23.60%), and main of them were Enterococcus faecalis,
Enterococcus faecium, coagulase negative staphylococcus, and Streptococcus agalactiae. Fungus were 74 strains, accounted for
4.06%, and all of them were candida. Gram-negative bacilli were sensitive to imipenem, meropenem, piperacillin/tazobactam, and
cefoperazone/ sulbactam. The resistance rate of E. faecium to most of the drugs tested was significantly higher than other enterococci.
There was no Gram-positive bacilli resistant to vancomycin, teicoplanin, quinupristin/dalfopristin, or linezolid. Candida were
sensitive to all drugs tested. Conclusion Urinary tract infection pathogens are widely distributed in Wuhan Puren Hospital. The main
pathogen is still Gram-negative bacilli. Doctors should select the antibiotics based on the etiology of monitoring data.
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Table 1 Distribution of pathogenic bacteria

o3 J5 AT n/tk R E /%
L BAE R 1318 72.34
PN 7R | 922 50.60
I 5¢ e S AT B 115 6.31
] 2o A P R 59 3.24
AL AT B 43 2.36
PR JEEAR TR 19 1.04
3V Jo At R 19 1.04
PR v AT 19 1.04
Ih 57 MR A 14 17 0.93
T Am AL TEAT B 14 0.77
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0 2 AN F AT B 12 0.66
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W 22 2F A A L R 6 0.33
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HoAth 5 0.27
it 1822 100.00

22 FEREEXMNERAMEAYIMMSE

220 FEEEFER PR AN 2 K
VAR I3 v B AT B R A e AR TEAT R R 1 -
ki (ESBL) B 28453502k 43.0% (396/922)
28.7% (33/115) Fl 11.6% (5/43). KGR #ixt sk
FOHIAR . SRATEN . SRAURRE . SkAumemk, /o d
W RN 253 KT 40%, XTURPLVGHR,



-+ 850 + WA 5 4 5t &

Drugs & Clinic

34 FHIH 0 20093 H

RAETUMIII 25 KT 65%, ST B2
2524 0.4%. il R e iE A wREE 1. 2. 3 Ak
W (FkBfbmesh) KT 2558 KT 30%, X
R R P ARV 2556 KT 40%, Wik 802
NN 258 5.2% o i S B 2P R T ok B s 0

LIPS 25 R BT 25%, MERE SR YRS
B W 2556 22.0%. 77 AR TS A B Bons Sk ftme
MR 2R PEARIRIE 225 KT 30%-2 5, Xt oAb iy
PUR 2PN 25 25/ T 30% . 280 22 [T Bx)
HPUE LD TR 25 TE WA 2.

*2 FEF=MHENERAREDAYHREE

Table 2 Resistance rates of main Gram-negative bacteria against common antibiotics
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Table 3 Resistance rates of main Gram-positive bacteria against common antibiotics
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Table 4 Resistance rates of main fungus against common

antibiotics
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