> 3060 - ARG Wb lhA Drugs & Clinic E33HE FuH 20184 11 A

2016—2017 F & =A™ AR R L[4 b bR 4 TE 18 B 220995 R & 70 7o B i
IS

Bz, £ o2 8 sl
1. MLABIERE T AR KR, 119 E=# 222000
2. MLHBER BT ANRES TR, T3 &= 222000

W OE BB 90120162017 534 2 W 1 0 4 B Bt Lt i PR A B8 S (K099 J5 1 0 A S 25 MR R L A5k IR 2016
1 H—2017 £ 12 AEE =W O LR 167 B R AEFDE B Lo B3 160 ), B0 B RERA, LR
IREE N AT B RERE 5 04T 998 B R 1) 0 A 0, T I 2 AR B0 A 36 5 P DR R PRI 25 o S5 5R JLRH Ik 400 £k, JLdhs
JFARBERS, SRR 64.00%, RIS R 158 ¥k (39.50%), Hk A AR5k 68 ¥k (17.00%); 4 i 5 &
B4 29.50%, FE MR 38 #% (9.75%), REHIAGERE (7.75%) S OMAERE (7.25%); L3 b R4 6.5%.
REIR S AT N B SRR T R 35 AR E . RN B HA ORI 251, W2 NT 80%; —HIXRIAEE.
BRNBEE. LWER. KA ERABRIRN 20, 2R NT 10%. BB 28 57 9870 BR B AN 4 608 4 BRI RN
YR BATHRIGTR 251, T2 R KT 80%; 1M =& X5l 8 2. IR SRS Vb 2 2 BT B IR 251, T 285 R8T 10%.
T TR OT I A AT T HE PR BB, o) S B DRI 2 R eSS oM MR R A B R Y ) R B, TE S T E S R R B 2
A R A BT TR G 1 TR A LA SRR RN bR o 8, AT D BB R, HR SR B T — e 2 A R R I 2 1k, Rk
FEVRIT Lo PR PR AR B TG R A7 R FE v, 7 T i D BT i 2 2 PG 565

KRR MW R AR IR TR SRR A

RESES: RIT8.1 NERERE: A NERS: 1674 -5515(2018)11 - 3060 - 04

DOI: 10.7501/j.issn.1674-5515.2018.11.064

Analysis on distribution and drug resistance of pathogenic bacteria causing female
urogenital tract infection in Lianyungang Maternal and Child Health Hospital from
2016 to 2017

FENG Deng-li', WANG Yuan?, GE Min'
1. Department of Clinical Laboratory, Lianyungang Maternal and Child Health Hospital, Lianyungang 222000, China
2. Department of Gynecology, Lianyungang Maternal and Child Health Hospital, Lianyungang 222000, China

Abstract: Objective To analyze the distribution and drug resistance of pathogenic bacteria causing female urogenital tract infection
in Lianyungang Maternal and Child Health Hospital from 2016 to 2017. Methods Female patients (160 cases) with urogenital tract
infection treated in Lianyungang Maternal and Child Health Hospital from January 2016 to December 2018 were selected. The
distribution of pathogenic bacteria was analyzed by collecting samples and culturing bacteria in aseptic environment. The drug
resistance of various pathogenic bacteria was tested by drug sensitivity test. Results A total of 400 strains of pathogens were detected,
of which the number of mycoplasma was the largest, accounting for 64.00% of the total bacterial population. There were 158 strains of
Ureaplasma urealyticum (39.50%), 68 strains of Mycoplasma hominis (17.00%). Bacteria (118 cases) accounted for 29.50%, and main
of them were Enterobacter (9.75%), Staphylococcus epidermidis (7.75%), and S. aureus (7.25%). Fungi accounted for 6.5% of the
total flora. U. urealyticum and M. hominis had strong resistance to erythromycin, ofloxacin, and ciprofloxacin, and the resistance rate
was more than 80%. While they had low resistance against erythromycin, ofloxacin, and ciprofloxacin, and the resistance rate was less
than 10%. The resistance rate of Enterobacter, S. epidermidis, and S. aureus against ciprofloxacin was higher than 80%. While the

resistance rate against doxycycline, josamycin, and minocycline was lower than 10%. Fungi were sensitive to ketoconazole and
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itraconazole, and high resistance to clotrimazole. Conclusion Women are the high incidence group of urogenital tract infection. The

pathogenic bacteria of female urogenital tract infection in Lianyungang Maternal and Child Health Hospital are mainly mycoplasma

and bacteria, and there are also a few fungal infections. The pathogenic bacteria are highly resistant to some antibiotics, so when they

are used to treat female urogenital tract infection, the examination of drug resistance of pathogens should be strengthened.
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Table 1 Distribution of pathogenic bacteria
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Table 2 Drug resistance of major mycoplasma
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