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Abstract: Objective To explore the mechanism of Smilacis Glabrae Rhizoma in the treatment of gouty arthritis based on network
pharmacology and molecular docking technology. Methods The active components and their potential targets of Smilacis Glabrae
Rhizoma were screened by searching databases such as TCMIP, TCMSP, HIT, and NPACT. These targets were intersected with gouty
arthritis related disease targets to construct a “drug-active component-target-disease” regulatory network and a PPI network. GO
functional enrichment analysis and KEGG pathway enrichment analysis were performed. Key active components and core target
proteins were selected for molecular docking verification to calculate binding energy and visualize docking conformations. Results
A total of 15 active components and 206 potential targets of Smilacis Glabrae Rhizoma were identified. After intersecting with 277
gouty arthritis related targets, 28 common targets were obtained. Regulatory network analysis showed that cis-dihydroquercetin,
isorhamnetin-3-O-neohesperidoside, and 4,7-dihydroxy-5-methoxy-6-methyl-8-formylflavan were the key components. PPI network
analysis identified PPARG, IL-6, IL-1B, TNF, and PTGS?2 as the core targets. GO enrichment analysis revealed that the key biological

processes included cellular response to lipopolysaccharide and leukocyte chemotaxis, cellular components included membrane raft and
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membrane microdomain, molecular functions included cytokine activity and chemokine activity. KEGG enrichment analysis indicated

that the core pathways included IL-17 signaling pathway, TNF signaling pathway, and NF-«B signaling pathway. Molecular docking

results showed that cis-dihydroquercetin had the lowest binding energy with PTGS2, and the core components bound well to the targets.

Conclusion Smilacis Glabrae Rhizoma may exert anti- gouty arthritis effects through the synergistic regulation of multiple pathways

including IL-17, TNF, and NF-kB via its active components such as isorhamnetin-3-O-neohesperidoside and cis-dihydroquercetin,

which act on core targets including IL-6, IL-1f, and PTGS2.

Key words: Smilacis Glabrae Rhizoma; gouty arthritis; network pharmacology; cis-dihydroquercetin; isorhamnetin-3-O-

neohesperidoside; 4,7-dihydroxy-5-methoxy-6-methyl-8-formylflavan
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Table 1 Active ingredients of Smilacis Glabrae Rhizoma

Mol 1D R4y AR OB/% DL
MOL013117 4,7- - F -5 F 5 B -6- F AL -8- F I o5 e 37.03 0.28
MOL013118 AT 40.54 0.74
MOL013119 BEER 40.56 0.74
MOL013129 (2R,3R)-2-(3,5- - F2 F K 5£)-3,5,7- = F2 K= A 15 -4 63.17 0.27
MOL001736 (@RS 60.51 0.27
MOL000358 B-45 i 36.91 0.75
MOL000359 2 S 36.91 0.75
MOL004328 itila 59.29 0.21
MOL000449 TR 43.83 0.76
MOL004567 SR 34.65 0.70
MOL004575 g GRS 36.46 0.74
MOL004576 AN & 57.84 0.27
MOL004580 - M R 66.44 0.27
MOL000546 EPEER 80.88 0.81
MOL000098 LS 46.43 0.28
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