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Research progress on traditional Chinese medicine for intervening vascular aging
via regulating gut microbiota
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Abstract: Vascular aging, serving as a core manifestation of systemic aging, has become a common pathological basis for various
cardiovascular and cerebrovascular diseases. In recent years, the concept of the "gut-vascular axis" has gradually been refined, revealing
that imbalances in gut microbiota and their metabolite dysregulation can induce vascular damage and accelerate vascular aging. The
systematic regulatory advantages of traditional Chinese medicine, characterized by multiple components and targets, can intervene in
vascular aging through bidirectional modulation of gut microbiota structure, regulation of microbial metabolites, restoration of
intestinal barrier function, and direct action on the vascular system via metabolite pathways. This article reviews the research progress
on Chinese herbal medicine modulates gut microbiota to intervene in vascular aging, providing references for the prevention and
treatment of vascular aging.
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Table 1 Bidirectional regulatory effects of traditional Chinese medicine on gut microbiota
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Table 2 Regulatory effects of Chinese herbal medicines on key gut microbiota metabolites
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