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Abstract: Objective To study the mechanism of action of Abri Herba in the treatment of skin infection caused by Staphylococcus

aureus based on network pharmacology and molecular docking technology. Methods The active ingredients and corresponding

RS EHER: 2025-02-14

EEWB: | P ELRERBIREL G KEAEH NI (X202413643113, X202413643114); 74 P 25 K2 AR E )
FEETE (2022BS017); 7GR EEZG K2 HARBHER AL E (2023MS017); [ 05 EE 255794 122 24 205~ A 55y S 58 PG A
(GXHC-MBTCM-03); J PHANFTHHAA B4 BT HE (0502405906)

TEEEN: B0, &, AR, FENFEERZEREHI. E-mail: yukill@qq.com

HBEEE: B, WL, Y, R 25 5 2B 4E 9T . E-mail: gxuxzh2018@163.com
FEER, A, BITHAR, FENFPAHURIAEH L. E-mail: tanghb@gxtemu.edu.cn


mailto:gxuxzh2018@163.com

FABE4H 2025F4H AKX HwE%E  Drugs & Clinic Vol. 40 No. 4 April 2025 * 855«

targets of Abri Herba were collected from the TCMSP database. GeneCards and OMIM databases were used to search the disease
targets of skin infection caused by S. aureus. The targets shared by Abri Herba and skin infection caused by S. aureus were obtained
through the Venny diagram platform, and STRING online analysis platform to construct PPI networks, and screen out key active
ingredients and core targets. Enrichment analysis of GO and KEGG based on the core target. AutoDockTools software was used to
verify the molecular docking. Results Abri Herba has 157 corresponding targets, a total of 11 450 skin infection targets, and a total
of 2 429 targets of S. aureus. PPI network analysis obtained 151 targets of Abri Herba in the treatment of skin infection caused by S.
aureus. GO and KEGG shows that the treatment of skin infections caused by S. aureus is mainly carried out through the lipid and
atherosclerosis pathway to inhibit pro-inflammatory factors. Therefore, the mechanism of action of Abri Herba in treatment of skin
infections caused by S. aureus is mainly related to anti-inflammatory. Molecular docking results show that fisetin, stigmaterol, beta-
sitosterol and CASP3, CASPS, CASPY in Abri Herba has a certain affinity. Conclusion The active ingredients of Abri Herba can act
on multiple signaling pathways to treat skin infections caused by S. aureus.
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