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Abstract: Objective To explore the mechanism of Shuganning Injection in treatment of hepatitis B by using network pharmacology
and molecular docking. Methods Nineteen representative chemical components of Shuganing Injection were selected as research
objects, and the potential target of the compound was obtained through TCMSP and Swiss Target Prediction database. DisGeNET and
GeneCards databases were used to retrieve disease-related targets of viral hepatitis B, and the intersection targets of compound and
disease targets were obtained by Venny platform as potential targets of Shuganing Injection in treatment of viral hepatitis B. PPI
network analysis, Cluster module analysis, GO, KEGG analysis were further performed for target proteins. On the basis of PPI core
target network analysis, the network pharmacological results were further verified by molecular docking method. Results 173
Potential targets of Shuganing Injection from 19 components were obtained for the treatment of viral hepatitis B, and it could act on
SRC, HSP90AAL, ERS1, PIK3CA, HRAS, and other core targets, and regulate the signaling pathways of viral hepatitis B, viral
hepatitis C, VEGF, TNF, PI3K/Akt, etc. The results of molecular docking showed that the active ingredients associated with the
signaling pathway of Shuganing Injection and viral hepatitis B could spontaneously bind to related targets. Conclusion The
mechanism of Shuganing Injection in treatment of viral hepatitis B may be through multi-component and multi-target intervention of
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hepatitis B signaling pathway.
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Fig. 1 PPI network analysis of Shuganning Injection in treatment of hepatitis B
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Fig. 2 Cluster module analysis of targets related to Shuganning Injection in treatment of hepatitis B
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Fig. 3 Analysis of GO functional enrichment
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BRI 2 G 0 S R 28], AR AR T bR
Yy CASP3 KIAMIIN LA R T-EE Bel-2 Rk
b, A S BRI - OB R EER X B (HBV-
X) B UBOE 2 RAFL SR a1 45 129, ity
SR MMP9 [3RIA7E B A HBV-X Kk 40
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