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Inhibitory effect of polyphenolic agents and Nijia (TRANS-ME) Recipe on
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Abstract: Objective To investigate the inhibitory effect of Nijia (TRANS-ME) Recipe, which is grouped with polyphenolic natural
products, on methylation of early tumor screening genes, and to provide an experimental basis for the study of natural polyphenols in
tumor prevention. Methods Quantitative methylation-specific polymerase chain reaction (qMSP) was used. Methylation-specific
primers were designed for the early tumor screening genes VIM, PTGER4, SHOX2, BMP3, and SEPT9 genes obtained from literature
screening. Lung cancer NCI-H446 cells were selected for the study, after being treated with 20 pg/mL curcumin, tea polyphenol, tea
pigment, Nijia (TRANS-ME) Recipe, and 2 umol/L 5-azocytoside, whole genomic DNA was extracted, and then the relative
methylation values of the promoter regions of their genes were obtained. Results Curcumin and 5-azocytoside inhibit the promoter
methylation of PTGER4, SHOX2 and SEPT9, while tea pigment promotes the promoter methylation of PTGER4, BMP3, SHOX2, and
SEPT9. The methylation inhibition of Nijia (TRANS-ME) Recipe of SHOX2 and SEPT9 was strongest. Conclusion Nijia (TRANS-
ME) Recipe and the polyphenols contained in them can inhibit the methylation level of tumor early screening genes and regulate the
methylation of tumor early screening genes.
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VIM MSP M-F  GGCGGGGATTTTGTAAGAAAAATTTTTTC
VIM MSP M-R  TCTACAACCTTTAAAAAAACGCCATACGTA

SEPT9 MSP M-F  TTATTATGTCGGATTTCGCGGTTAAC
SEPT9 MSP M-R  AAAATCCTCTCCAACACGTCCG
BMP3 MSP MF  TTTAGCGTTGGAGTGGAGACGGCGTTC
BMP3 MSP M-R  CGCGACCGAATACAACGAAATAACGA
PTGER4 MSP M-F AGTTGGGGATTAAGGTTTCG
PTGER4 MSP M-R AACTTTACAATACCCGCCGAT
SHOX2 MSP M-F  CGTACGAGTATAGGCGTTTACG
SHOX2 MSP M-R  AAAACGATTACTTTCGCCCG

®2 qMSP RREHR
Table 2 qMSP reaction system
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Fig. 1 Effects of transmitted Nijia (TRANS-ME) Recipe and
polyphenols on the DNA methylation of tumor early
screening gene PTGER4 ( xts,n=3)
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Fig. 2 Effects of transmitted Nijia (TRANS-ME) Recipe
and polyphenols on the DNA methylation of tumor
early screening gene VIM ( xts,n=3 )
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Fig. 3 Effects of transmitted Nijia (TRANS-ME) Recipe
and polyphenols on the DNA methylation of tumor
early screening gene BMP3 ( xts,n=3)
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Fig.4 Effects of transmitted Nijia (TRANS-ME) Recipe and
polyphenols on the DNA methylation of tumor early
screening gene SHOX2 and SEPTY ( xts,n=3)
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Fig.5 Heat map for hierarchical clustering analysis of gene
methylation levels in early screening of tumor after

treatment with transmitted inverse Nijia (TRANS-
ME) Recipe and polyphenols
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