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Abstract: Objective To investigate the potential mechanisms of astragaloside 1V in treatment of depression by using network
pharmacology and molecular docking. Methods The targets gene of depression disease were obtained through GEO, DrugBank,
TTD, DisGeNet, and GeneCards database, predicted targets of astragaloside IV were explored by searching the PharmMapper and
SwissTargetPrediction database. Intersection of the targets of astragaloside IV and depression were obtained by Venn package of R
software. Potential targets protein interaction network was analyzed using STRING website and Cytoscape 3.9.0 software. The KEGG
and GO enrichment analysis were performed using the R software clusterprofile package and molecular docking was performed by
AutoDock Vinal.1.2 software. Results There were 107 related targets of astragaloside 1V in treatment of depression, mainly including
MAPK1, EGFR, CASP3, etc. These core targets act on calcium ion signaling pathway, MAPK signaling pathway, phosphatidylinositol-
3-hydroxykinase (P13K) -protein kinase B (Akt) signaling pathway and neural active ligand-receptor interaction signaling pathway to
play an antidepressant effect. Molecular docking showed that astragaloside IV could bind well with the core targets. Conclusion
Astragaloside 1V can exert a synergistic antidepressant effect through multi-targets and multi-pathways improving cell apoptosis,
promoting neural regeneration, regulating neuroinflammation and monoamine neurotransmitter transmission, which can provide a basis
for the follow-up study.
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Fig. 5 PPI network of astragaloside 1V in treatment of
depression (A) and core targets of astragaloside 1V
in treatment of depression (B)
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