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Research progress on relationship between aldehyde dehydrogenase-2 gene
polymorphism and cancer and drug therapy

TAO Sai-qun?, CHEN Li?, LI Jing?
1. Department of Pharmacy, Jingmen NO.1 People’s Hospital, Jingmen 448000, China
2. Department of Pharmacy, The First Affiliated Hospital of Chengdu Medical College, Chengdu 610041, China

Abstract: Aldehyde dehydrogenase-2 (ALDHZ2) is the key enzyme that oxidizes acetaldehyde in liver, which can convert
acetaldehyde to acetic acid. ALDH2 plays an important detoxification role in the metabolism of alcohol. When the enzyme activity of
ALDH?2 is weaken by the polymorphism of ALDHZ2, it will lead to the accumulation of acetaldehyde in the body and increase the risk
of cancer. A growing number of studies have shown that gene polymorphism of ALDH?2 is closely related to the development and
treatment of tumors. This article summarizes the gene polymorphisms of ALDH2 in the occurrence, development, and drug treatment
of gastric cancer, esophageal cancer, liver cancer, lung cancer, and other cancers.
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KR P RN E RARDT L] R
— ZB AL BES IS I 2, 5 R D EHLE AT LA
B2 DNA $ifj) i, IR emiaihid -2
HK) DNA 3852 R4y, A 3 30X e &
AR EHE, K APEHISCE EAT DNA 751
PR, FHEL T4 5 Dy RetE ALDH2 A1)/
B, ik ALDH2 s PESZ 4% /N BRAGIIS, EA
2R ) DNA S350 1 3 £, I A4
fat, 2 40%DA b 2 T T 1), e A %
IfER R BB T8, s % . ARAEN
AN, MR KRR 2, DRI A5 77 iR 5 Jk
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HEBEER N, Axxt ALDH2 ERZEMSH
S BEE. DS, R, AR RA . KR
(1120 RFNZINIETT AT 45k, DAIIRERAE 1) 5 7t
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1 ALDH2 EEZEMEBRE. RERE
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AR # T . Liu ZE0OHF 5 R B ALDH2 rs671
(G>A) 5 M5 i e NBEX B 1 2 A 0%, A
I3 5 05 B e R AR AN B B TE AN R A
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Fi AR (OR=0.70; 95%Cl: 0.47~1.05); {E&H
OlFE A OGP EE R (5P OR=0.58; 95%Cl:
0.47~0.71; % OR=0.33; 95%Cl: 0.18~0.58).
Seol 25 B3I 5t 45 B /R TE ALDH2 2547 25 R A 1)
M, RHERE (R E PR 55
R B b, 25 B e X3 & 9.08 i
(95%[CI]: 1.93~42.60), {H7E ALDH2 GG [#]/Mk
X A e AR B2 (Pinteraction=0.02), fii Zhong
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45 B 98 JE % . Masaoka 25 B8 51 45 B WoR,
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¥ (OR=2.03, 95%Cl: 1.14~3.62, P=0.017),
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FUIE, JUHJE ER B PR FHYERT HER2 ¥4 fite
Joi . Park ZEBIHF SRR T ALDH2 JE K A8 55 5 W
AN (B AFAEAR G (OR=1.27, 95%Cl:
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