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Abstract: Objective To investigate the anti-tumor mechanism of Cordyceps sinensis based on network pharmacological methods and
molecular docking. Methods The chemical composition and action targets of Cordyceps sinensis were retrieved by TCMSP, CNKI,
PubMed, Drugbank, Stitch, and Swiss target prediction platforms, tumor-related genes were screened by GeneCards, OMIM and other
databases, Cytoscape 3.7.2 was used to construct Cordyceps sinensis active ingredient and target network, and PPI network was
constructed from String database for key targets. GO function and KEGG pathway enrichment analysis were carried out, and finally
AutoDock Vina software and Pymol software were used to verify the molecular docking of the active ingredients and key targets of the
drug. Results A total of 22 compounds and 86 anti-tumor common targets of Cordyceps sinensis were obtained through screening,
including key targets such as PTGS2, MAPK3, PPARG, CASP3, and JUN. GO analysis and KEGG pathway results showed that
Cordyceps sinensis anti-tumor involves a variety of biological processes as well as a variety of signaling pathways such as PPAR,
arachidonic metabolism, serotonin signaling pathway. The key compounds and the target were docking, suggesting that the top five
possible anti-tumor components, 11, 14-eicosadienoic acid, arachidonic acid, soybean flavin, cholesterol, and stigmasterol, could
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spontaneously bind to the key targets, PTGS2, PTGS1, PGR, HMGCR and CNRL1. Conclusion In this paper, the main active
ingredients, related targets and related pathways of Cordyceps sinensis anti-tumor are preliminarily discussed, and it is found that

Cordyceps sinensis can resist tumors through multi-component, multi-target and multi-pathway, which provides a reference basis for

later experimental verification.

Key words: Cordyceps sinensis; antitumor; network pharmacology; molecular docking; signaling pathway
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Table 1 Information on the active ingredients of Cordyceps sinensis

5 HFR CAS X ¥ s OB/% DL
1 FAMR S WY (stigmasterol 3-O-acetate) 4651-48-3 454.81 46.44 0.86
2 HEMNFEZ M EE (peroxyergosterol) 2061-64-5 428.72 44.39 0.82
3 SEEE (stigmasterol) 83-48-7 412.77 43.83 0.76
4 MU EEE (cerevisterol) 516-37-0 432.76 39.52 0.77
5 B-1+ & LFRNES (p-sitosteryl acetate) 915-05-9 456.83 40.39 0.85
6 Zffi4-4,6,8(14),22-UJ%-3-Hi[ergosta-4,6,8(14),22-tetraen-3-one]  19254-69-4 406.71 48.32 0.75
7 1-TG i EE-3-EE M BEH S (1-linoleoyl-3-palmitoylglycerol ) 99032-71-0 593.05 33.86 0.41
8 & tltIRENE (aurantiamide acetate) 56121-42-7 444,57 58.02 0.52
9 HyhHMERES (glyceryl monooleate) 111-03-5 356.61 34.13 0.30
10 JI|#mE Cperlolyrine) 29700-20-7 264.30 65.95 0.27
11 JHEEEAFAEERNE (cholesteryl hexadecanoate) 601-34-3 625.19 31.05 0.45
12 B-#3 4§ W (B-sitosterol) 64997-52-0 414.79 36.91 0.75
13 R, (flazin) 100041-05-2 308.31 94.28 0.39
14 HHEEE (cholesterol) 57-88-5 386.73 37.87 0.68
15 HERR R (uridine monophosphate ) 58-97-9 324.21 40.25 0.20
16 ¥ 3EE (glycitein) 40957-83-3 284.28 50.48 0.24
17 4CEAF B (dihydrobrassicasterol) 4651-51-8 400.76 37.58 0.71
18 11,14- =W —JHMR (11,14-eicosadienoic acid) 2091-39-6 308.56 39.99 0.20
19 1e4DU4mmR (arachidonic acid) 506-32-1 304.52 45,57 0.20
20 #E4EZK K1 (vitamin K1) 84-80-0 450.77 47.60 0.66
21 WiMERZHE Cethyl linoleate) 544-35-4 308.56 42.00 0.19
22 ZMRWiHEEEE (linoleyl acetate) 5999-95-1 308.56 42.10 0.20
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Fig. 1 Venn diagram of Cordyceps sinensis and tumor targets
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Fig. 2 Active ingredient of Cordyceps Sinensis - common
target network diagram
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Fig. 4 GO enrichment of Cordyceps sinensis prevention tumor targets
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