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Research progress on non-coding RNA regulating osteoporosis
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Abstract: With the aging of the population, the incidence of osteoporosis has increased significantly, which seriously affects the quality
of life of patients. In recent years, with the in-depth study of epigenetics, non-coding RNAs (including long non-coding RNAs,
microRNAs, and circRNAs) have become a research hotspot, and they have been found to be involved in the regulation of a variety of
diseases. More and more evidences show that non-coding RNA plays an important regulatory role in bone metabolism and has great
potential as a diagnostic biomarker and therapeutic target for osteoporosis. In this article, the research progress of osteoporosis related

non-coding RNA is reviewed.
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