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Abstract: Objective To explore the effective components, target and signal pathway of Xuanfei Baidu Prescription in treatment of
coronavirus infection, and to explain its mechanism of action. Methods A network of Character, taste, and meridian of Xuanfei Baidu
Prescription was constructed using Cytoscape. Effective components and related targets of Xuanfei Baidu Prescription were selected
by using TCMSP database, SwissADME database, and Swiss Target Prediction database. Disease targets of SARS, MERS and COVID-
19 were collected using GeneCards database and CTD database. Drug targets and disease targets were intersected, and Cytoscape
software was used to construct the network diagram. Using String database, the network model of protein-protein interaction (PPI) was
constructed for potential targets. Metascape database was used for GO and KEGG enrichment analysis of potential targets, and
Cytoscape was used to construct the network diagram. Results The results showed that 10 ingredients in Xuanfeibaidu Prescription
are associated with the Lung meridian. 167 active components and 242 potential targets were screened out. The core drugs were
Glycyrrhiza uralensis Fisch., Ephedrae Herba, Artemisia annua L, Verbena officinalis L., Polygonum cuspidatum Sieb. et Zucc.. The
core components were quercetin, stigmasterol, kaempferol, luteolin, isorhamnetin. The core targets were AKT1, IL-6, TP53, VEGFA,
TNF. The possible mechanism of action is related to several signaling pathways such as PI13K-Akt signaling pathway, HIF-1 signaling
pathway, TNF signaling pathway, and so on. Conclusion This study explored the potential common mechanism of Xuanfei Baidu
Prescription on SARS, MERS and COVID-19, reflecting the multi-component, multi-target and multi-pathway characteristics of TCM.
Key words: Xuanfei Baidu Prescription; SARS; MERS; COVID-19; quercetin; stigmasterol; kaempferol; luteolin; isorhamnetin
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Table 1 Character, taste, and meridian of Xuanfei Baidu Prescription
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HE SG + + + + +
PR LG + + + o+
HiE QH + +  + + 4+
s MBC + + + + +
EpHT TLZ + + + + +
JRAL HZ + + + + 4+
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Fig. 1 Character - taste - meridian network diagram of
Xuanfei Baidu Prescription
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Table 2 Components and targets of Xuanfei Baidu Formula
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GHX1 3,23-dihydroxy-12-oleanen-28-oic acid T ER 23
GHX2 acanthoside B 1
GHX3 quercetin7-O-B-D-glucoside 8
GHX4 patchoulan 1,12-diol 1
GHX5 phenanthrone 11
GHX6 irisolidone 28
GHX7 5-hydroxy-7,4'-dimethoxyflavanon 9
GHX8 pachypodol 17
GHX9 diop 3
TLZ1 dihomolinolenic acid BT 2
TLZ2 evobioside 26
TLZ3 cynotoxin 1
TLZ4 erysimoside 27
TLZ5 K-STROPHANTHOSIDE_qt 1
TLZ6 K-STROPHANTHOSIDE 31
TLZ7 hederagenin 20
HG1 picralinal JRAL 4
HG2 physovenine 32
HG3 6,8-dihydroxy-7-methoxyxanthone 10
HG4 rhein 15
QH1 EUPATIN HE 11
QH2 tamarixetin 12
QH3 patuletin 8
QH4 areapillin 11
QH5 skrofulein 8
QH6 cirsiliol 8
QH7 vitexin_qt 11
QHS8 DMQT 8
QH9 [(2S)-2-[[(2S)-2-(benzoylamino)-3-phenylpropanoyl]amino]-3-phenylpropyl] acetate 3
QH10 6,8-di-c-glucosylapigenin_qt 12
QH11 artemisinin 13
QH12 deoxyartemisinin 1
QH13 artemisitene 47
QH14 vicenin-2_qt 3
QH15 dihydroartemisinin 100
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cz1 wogonin EE¥N 40
Cz2 NSC63551 1
CZ3 3p-acetoxyatractylone 19
Cz4 beta-daucosterol_qt 1
Cz5 stigmasterol 3-O-beta-D-glucopyranoside_qt 22
Cz6 daucosterin_qt 19
Ccz7 daucosterol_qt 19
KXR1 estrone A 57
KXR2 diisooctyl succinate 13
KXR3 gondoic acid 77
KXR4 ziziphin_qgt 32
KXR5 spinasterol 57
KXR6 machiline 62
KXR7 I-SPD 100
SHG CaS04 2H20 BE 3
GC1 inermine HE 83
GC2 DFV 100
GC3 jaranol 100
GC4 medicarpin 100
GC5 lupiwighteone 41
GC6 7-methoxy-2-methyl isoflavone 100
GC7 formononetin 56
GC8 calycosin 52
GC9 (2S)-2-[4-hydroxy-3-(3-methylbut-2-enyl)phenyl]-8,8-dimethyl-2,3- 2
dihydropyrano[2,3-f] chromen-4-one
GC10 glyasperin F 87
GC11 glyasperin C 87
GC12 isotrifoliol 100
GC13 (E)-1-(2,4-dihydroxyphenyl)-3-(2,2-dimethylchromen-6-yl)prop-2-en-1-one 100
GC14 kanzonols W 100
GC15 (2S)-6-(2,4-dihydroxyphenyl)-2-(2-hydroxypropan-2-yl)-4-methoxy-2,3- 26
dihydrofuro[3,2-g] chromen-7-one
GC16 glepidotin B 14
GC17 phaseolinisoflavan 100
GC18 glypallichalcone 100
GC19 8-(6-hydroxy-2-benzofuranyl)-2,2-dimethyl-5-chromenol 18
GC20 licochalcone G 89
GC21 3-(2,4-dihydroxyphenyl)-8-(1,1-dimethylprop-2-enyl)-7-hydroxy-5-methoxy- 70
coumarin
GC22 licoricone 31
GC23 gancaonin A 53
GC24 gancaonin B 59
GC25 3-(3,4-dihydroxyphenyl)-5,7-dihydroxy-8-(3-methylbut-2-enyl)chromone 40
GC26 5,7-dihydroxy-3-(4-methoxyphenyl)-8-(3-methylbut-2-enyl)chromone 46
GC27 2-(3,4-dihydroxyphenyl)-5,7-dihydroxy-6-(3-methylbut-2-enyl)chromone 100
GC28 glycyrin 100
GC29 licocoumarone 57
GC30 licoisoflavone 33
GC31 licoisoflavone B 7
GC32 licoisoflavanone 100
GC33 shinpterocarpin 100
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GC40 1,3-dihydroxy-9-methoxy-6-benzofurano[3,2-c]Jchromenone 39
GC41 1,3-dihydroxy-8,9-dimethoxy-6-benzofurano[3,2-c]Jchromenone 33
GC42 eurycarpin A 34
GC43 (-)-medicocarpin 27
GC44 sigmoidin-B 73
GC45 (2R)-7-hydroxy-2-(4-hydroxyphenyl)chroman-4-one 100
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GC58 7,2' 4'-trihydroxy —5-methoxy-3—arylcoumarin 76
GC5h9 7-acetoxy-2-methylisoflavone 100
GC60 gadelaidic acid 78
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GC62 gancaonin G 100
GC63 gancaonin H 19
GC64 licoagrocarpin 100
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MBC2 5,7,4'-trihydroxy-8-methoxyflavone 100
MBC3 cornudentanone 89
MBC4 beta-carotene 82
MH1 leucopelargonidin JRRBE 23
MH2 herbacetin 100
MH3 resivit 26
MH4 supraene 4
MH5 24-ethylcholest-4-en-3-one 45
MH6 poriferast-5-en-3beta-ol 46
MH7 taxifolin 53
MH8 campest-5-en-3beta-ol 100
MH9 eriodictyol 86
MH10 pectolinarigenin 100
MH11 (+)-leucocyanidin 26

MH12 truflex OBP 100




EI6HFE 128 2021F 128 AKX EHwE%E  Drugs & Clinic Vol. 36 No. 12 December 2021  « 2479 «
éii% 2
e =2 SR P E G|
HJH1 LYC ErELL 17
HJH2 poncirin 33
HJH3 isosinensetin 100
HJH4 5,7,4'-trimethylapigenin 100
HJH5 neohesperidin_qt 90
HJH6 sinensetin 100
HJIH7 nobiletin 14
HJH8 didymin 91
GM genkwanin JTRER . IR 108
GMHMTQG quercetin f%é R, LR 235
. %@a B
Vifs T B
L)
TX 11,14-eicosadienoic acid BT B 87
TMMQG  kaempferol EPT BREL 5 148
Wi, HE. H
i
TMHMH  beta-sitosterol BT KL R 78
*I LML, A
TGQ isorhamnetin S ? HE. HE 124
HMX (+)-catechin fﬁ: FRIE . A 48
HMQM luteolin Féﬁ JRREE 136
=N %TEE
QYKG sitosterol HE. B, 51
T, HE
QYLKMM  stigmasterol Hid B 167
Ry A R
B, HEL
o]V artemetin Hid DG 113
YH mandenol B, R 99
YX1 CLR BEUC, WA 49
Y X2 (6Z,10E,14E,18E)-2,6,10,15,19,23-hexamethyltetracosa-2,6,10,14,18,22-hexaene 7
XG1 mairin AT HE 49
XG2 glycyrol 28
XG3 licochalcone B 79
XG4 liquiritin 36
XG5 glabridin 100
XG6 phaseol 18
GMH naringenin HELL R, AL 91
MM diosmetin JREE . TR 100
R . 2.4 AL RIEZEFI ST
saRs . coviDas iz H] Cytoscape 3.7.2 3, W4T 375 (1 35095 P
s 155 2201 SN (] <RI - BRI - i M,
854 WA 2% 364 423 AN RT3 900 4534 (T FEHERE N2y
809 37 612 242 764 YRRy, TR O, PRI B R D .
166 iz f#i{F CytoHubba 73#r 45 i degree fH, M
5 B W vE AR =N
MERS st 1 degree 1H flF 44 % AU M W VR A 2> 2 W R =

2 SARS. MERS. COVID-19 &350 A (A)\ B -

Y& s (B)
Intersection targets of SARS, MERS and COVID-19
(A), intersection targets of disease-drug (B)

Fig. 2

( quercetin ) . & & B¥ ( stigmasterol ) . 1lI 25
(kaempferol ). AJEE & (luteolin), F R E %
(isorhamnetin), BAITTE M 25 H (15825 114, 72,
71. 68. 54. Cytoscape 3.7.2 G} “24%) - JBIp#E
B BT IS, Z I 257 AN R 1805



<2480 ZFEICHEF12H 2021FE12AH AR &HwE kA  Drugs & Clinic Vol. 36 No. 12 December 2021

%8, degree [HFE4Z T 5 KIZaWp R HE . BREE. F 212, 184. 169. 160 F1 148, W& 3~5, X#ERE
s HEERREAL, CAEMS R RERE N ICEE T I 2 s R

B3 R - e - RmMLEE

Fig. 3 Component - target - disease network diagram
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