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Abstract: Objective To reveal the molecular mechanism of Chaihu Shugan Powder in treatment of functional dyspepsia. Methods
The effective compounds of Chaihu Shugan Powder were collected and screened by TCMSP, and the potential target of Chaihu Shugan
Powder was obtained by PubChem and Swiss Target Prediction. Functional dyspepsia targets were obtained by GeneCards, OMIM,
DisGeNET, and DrugBank databases. Cytoscape 3.8.0 software was used to construct the network of "TCM - component - target -
disease™ of Chaihu Shugan Powder, and the STRING database and Cytoscape 3.8.0 software were used to construct the protein-protein
interaction (PPI) network. R software was used for GO analysis and KEGG pathway enrichment analysis. AutoDock software was
used for molecular docking to verify the results of network analysis. Results Total of 132 effective compounds, 448 potential target
of Chaihu Shugan Powder were screened out from the seven drugs. A total of 2 244 disease targets were screened out from the disease
databases. 233 common targets were obtained by intersecting functional dyspepsia disease targets and Chaihu Shugan Powder targets.
STAT3, AKT1, TP53, MAPK3, and MAPK1 are the hub targets of Chaihu Shugan Powder in treatment of functional dyspepsia. A total
of 3 371 entries were obtained from GO functional enrichment (P < 0.05). A total of 182 signaling pathways were obtained by KEGG
pathway analysis (P < 0.05). And EGFR, PI13K-Akt, TNF, and IL-17 signaling pathway were closely related to functional dyspepsia.
Conclusion Chaihu Shugan Powder may promote gastric empties, improve gastroenteric movement and depression, reduce
inflammation, and play a synergistic role in improving the clinical syndrome of functional dyspepsia patients.
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Table 1 Basic information of part of active compounds of Chaihu Shugan powder

I 2 153 24 FR ESE OB/% DL VIR IE
MOL000098  quercetin 138 46.43 0.28 Sel. HEL, A
MOL001910  1lalpha,12alpha-epoxy-3beta-23-dihydroxy 100 64.77 0.38 HAj

30-norolean-20-en-28,12beta-olide
MOL001928  albiflorin_gt 68 66.64 0.33 HAj
MOL001925  paeoniflorin_gt 60 68.18 0.40 HAj
MOL000422  kaempferol 55 41.88 0.24 BAY SR, HEL. A
MOLO000006  luteolin 54 36.16 0.25 2 I
MOL004628  octalupine 39 47.82 0.28 LEiH
MOL003896  7-methoxy-2-methyl isoflavone 37 42.56 0.20 B
MOL004328  naringenin 35 59.29 0.21 MREz. HE. Bk
MOL001921 lactiflorin 32 49.12 0.80 HAj
MOL000392  formononetin 32 69.67 0.21 B
MOLO005828  nobiletin 30 61.67 0.52 BRE . #5%
MOL000497 licochalcone a 30 40.79 0.29 B
MOL004071  hyndarin 29 73.94 0.64 it
MOL000354  isorhamnetin 29 49.60 0.31 SeH. HELL A
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MOL002565 medicarpin 28 49.22 0.34 HE
MOL000358 beta-sitosterol 28 36.91 0.75 HAj . A 5
MOL000449 stigmasterol 27 43.83 0.76 SR, I
MOL004978 4'-methoxyglabridin 26 36.21 0.52 HE
MOL004891 shinpterocarpin 26 80.30 0.73 HE
MOL000500 vestitol 26 74.66 0.21 HE
MOL005003 licoagrocarpin 25 58.81 0.58 HE
MOL004835 glypallichalcone 25 61.60 0.19 HE
MOL001930 benzoyl paeoniflorin 25 31.27 0.75 HAj
MOL004974 3'-methoxyglabridin 24 46.16 0.57 HH
MOLO004957 HMO 24 38.37 0.21 HE
MOL004966  3-hydroxy-4'-O-methylglabridin 23 4371 057 HH
MOL004959 1-methoxyphaseollidin 23 69.98 0.64 HE
MOL004908 glabridin 23 53.25 0.47 HE
MOL003542 8-isopentenyl-kaempferol 22 38.04 0.39 Gl
MOL002135 myricanone 22 40.60 0.51 k=
MOL004991 7-acetoxy-2-methylisoflavone 22 38.92 0.26 HE
MOL005007 glyasperins M 21 72.67 0.59 HH
MOL004644 sainfuran 21 79.91 0.23 St
MOL004833 phaseolinisoflavan 20 32.01 0.45 HE
MOL004828 glepidotin A 20 44.72 0.35 HE
MOL004811 glyasperin C 20 45,56 0.40 HE
MOL005016 odoratin 19 49.95 0.30 HE
MOL004849 licoarylcoumarin 19 59.62 0.43 HHE
MOL000417 calycosin 19 47.75 0.24 HE
MOL004912 glabrone 18 52.51 0.50 HE
MOL004857 gancaonin B 18 48.79 0.45 HE
MOL004820  kanzonol W 18 50.48 0.52 H
MOL004815  kanzonol B 18 39.62 0.35 HE
MOL002776 baicalin 18 40.12 0.75 B
MOLO004911 glabrene 17 46.27 0.44 HH
MOL004885 licoisoflavanone 17 52.47 0.54 HH
MOL004864 gancaonin M 17 30.49 0.41 HH
MOL004824 (25)-6-(2,4-dihydroxyphenyl)-2-(2-hydro- 17 60.25 0.63 HE
xypropan-2-yl)-4-methoxy-2,3-dihydr-
ofuro[3,2-g]chromen-7-one

MOL004808 glyasperin B 17 65.22 0.44 HH
MOL003656 lupiwighteone 17 51.64 0.37 HH
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g1
T 2P LSy 44 PR %  OB/% DL 2R
MOL005020 dehydroglyasperins C 16 53.82 0.37 HE
MOL004961 quercetin der. 16 46.45 0.33 HE
MOL004915 eurycarpin A 16 43.28 0.37 HE
MOL004856 gancaonin A 16 51.08 0.40 HE
MOL004841 licochalcone B 16 76.76 0.19 HE
MOL004702 saikosaponin c¢_qt 16 30.50 0.63 SEHA
MOL003044 chryseriol 16 35.85 0.27 gl
MOLO005012 licoagroisoflavone 15 57.28 0.49 HE
MOL005000 gancaonin G 15 60.44 0.39 HE
MOL004907 glyzaglabrin 15 61.07 0.35 HH
MOL004883 licoisoflavone 15 41.61 0.42 HE
MOL004848 licochalcone G 15 49.25 0.32 HH
MOL004810 glyasperin F 15 75.84 0.54 HE
MOL001484  inermine 15 75.18 0.54 HE
MOL005008 glycyrrhiza flavonol A 14 41.28 0.60 HH
MOL004863 gancaonin L 14 66.37 0.41 HE
MOL004827 semilicoisoflavone B 14 48.78 0.55 HH
MOL004990 7,2',4'-trihydroxy-5-methoxy-3-arylcoumarin 13 83.71 0.27 HE
MOL004884 licoisoflavone B 13 38.93 0.55 HE
MOL004879 glycyrin 13 52.61 0.47 HH
MOL004866 2-(3,4-dihydroxyphenyl)-5,7-dihydroxy-6- 13 44.15 0.41 HE
(3-methylbut-2-enyl)chromone
MOL004609 areapillin 13 48.96 0.41 LEHH
MOL000239 jaranol 13 50.83 0.29 HH
MOL004980 inflacoumarin A 12 39.71 0.33 HH
MOL004949 isolicoflavonol 12 45.17 0.42 HH
MOL004941 (2R)-7-hydroxy-2-(4-hydroxyphenyl) 12 71.12 0.18 HE
chroman-4-one
MOL004904 licopyranocoumarin 12 80.36 0.65 HHE
MOL005017 phaseol 11 78.77 0.58 HE
MOL004898 5-prenylbutein 11 46.27 0.31 HE
MOL004855 licoricone 1 63.58 0.47 HH
MOL004829 glepidotin B 11 64.46 0.34 B
MOL004814 isotrifoliol 1 31.94 0.42 B
MOL004945 isobavachin 10 36.57 0.32 HE
MOL004805 shinflavanone 10 31.79 0.72 B
MOL001792 DFV 10 32.76 0.18 HE
MOL000492 (+)-catechin 10 54.83 0.24 Sk
MOL005001 gancaonin H 9 50.10 0.78 B
MOL004913 hedysarimcoumestan B 9 48.14 0.43 HE

MOL004648 troxerutin 9 31.60 0.28 LEH
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MOL004598 3',4'5',3,5,6,7-heptame thoxyflavone 9 31.97 0.59 SEHH
MOL004053 isodalbergin 9 35.45 0.20 i
MOL002311 glycyrol 9 90.78 0.67 HE
MOL004914 1,3-dihydroxy-8,9-dimethoxy-6-benzof- 8 62.90 0.53 HE
urano[3,2-c] chromenone
MOL004806 euchrenone 8 30.29 0.57 HE
MOL000490 petunidin 8 30.05 0.31 SETH
MOL005815  citromitin 7 86.90 0.51 /953
MOL005100 5,7-dihydroxy-2-(3-hydroxy-4-methoxy- 7 47.74 0.27 4954
phenyl)chroman-4-one
MOL004993 8-prenylated eriodictyol 7 53.79 0.40 HE
MOL004989 6-prenylated eriodictyol 7 39.22 0.41 HE
MOL004910 glabranin 7 52.90 0.31 HE
MOL004882 licocoumarone 7 33.21 0.36 HEE
MOL002341 hesperetin 7 70.31 0.27 T
MOL005018  xambioona 6 54.85 0.87 e
MOL004988 kanzonol F 6 3247 0.89 HE
MOL004948 isoglycyrol 6 44.70 0.84 HE
MOL004058 khell 6 33.19 0.19 It
MOL004935 sigmoidin-B 5 34.88 0.41 HE
MOL004903 liquiritin 5 65.69 0.74 HE
MOL004838 kanzonol U 5 58.44 0.38 HH
MOL004077 sugeonyl acetate 5 45.08 0.20 e
MOL013187 cubebin 4 57.13 0.64 SEHH
MOL010489 resivit 4 30.84 0.27 i
MOL002157 wallichilide 4 42.31 0.71 =
MOL001924 paeoniflorin 4 53.87 0.79 HAS
MOL001645 linoleyl acetate 4 421 0.20 St
MOL013381 marmin 3 38.23 0.31 R
MOL004718 a-spinasterol 3 42.98 0.76 LEHH
MOL004653 (+)-anomalin 3 46.06 0.66 St
MOL004624 longikaurin A 3 47.72 0.53 St
MOL001494  mandenol 3 42.00 0.19 &
MOL000359 sitosterol 3 36.91 0.75 EATBREZ N B,
gl

MOL004924 (-)-medicocarpin 2 40.99 0.95 HE
MOL004074 stigmasterol glucoside_qt 2 43.83 0.76 2t
MOL002140 perlolyrine 2 65.95 0.27 =
MOL001919 palbinone 2 43.56 0.53 HAS
MOL000433 FA 2 68.96 0.71 k=2
MOL004996 gadelaidic acid 1 30.70 0.20 B
MOL004985 icos-5-enoic acid 1 30.70 0.20 B
MOL004068 rosenonolactone 1 79.84 0.37 gy
MOL001918 paeoniflorgenone 1 87.59 0.37 HAS
MOL000211  mairin 1 55.38 0.78 A, HEE
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