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Abstract: In recent years, coronavirus infections have occurred frequently, causing huge losses to humans. The new coronavirus
(SARS-CoV-2) not only spread rapidly, but is also lethal. It has now constituted a global pandemic, resulting in the death of hundreds of
thousands of people. Therefore, the timely diagnosis and treatment of new coronavirus is very important. Since coronavirus structural
proteins play an important role in the process of viral replication, infection and transmission. The research progress on diagnostic,
therapeutic and prevention technologies based on this new coronavirus structural proteins S, E, M, and N is reviewed in this paper, in
order to better understand the pathogenic mechanism of coronavirus as well as provide strong support for clinical detection, drug
development, and vaccine preparation.
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