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Research progress on detection methods of SARS-CoV-2
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Abstract: At December 2019, a new coronavirus (SARS-CoV-2) broke out in China and spread rapidly to many other countries,
threating global public health security. To satisfy the urgent demand of SARS-CoV-2 detection, many enterprises and research
institutions have developed a number of detection methods and products. The research progress on detection methods of SARS-CoV-2
are reviewed in this paper. The principle of these detection techniques is introduced, and their advantages and limitations, as well as
some typical research works discusses are illustrated.
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Fig. 2 Schematic diagram of gene chip
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