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Abstract: Objective To explore the distribution and drug resistance of infectious diseases in intensive care unit of Department of
Thoracic Surgery of Henan University of Science and Technology from 2016 to 2018. Methods A retrospective survey was
conducted to analyze the distribution and drug resistance of pathogenic bacteria in the intensive care unit of Department of Thoracic
Surgery of Henan University of Science and Technology from 2016 to 2018. Results The samples submitted from 2016 to 2018
mainly came from sputum and urine, and the number of samples increased gradually with the increase of years. A total of 36 298
samples and 2 484 strains of pathogenic bacteria were detected, and the detection rate was 6.84%. Escherichia coli, Pseudomonas
aeruginosa, Klebsiella pneumoniae, Acinetobacter baumannii, and Staphylococcus aureus had the highest isolation rate among clinical
isolates. E. coli had the highest separation rate in 2017 with 41.32%. The resistance rate of major pathogens from 2016 to 2018 was on
a rising trend. Among them, E. coli, K. pneumonia, and P. aeruginosa had high resistance rate to nitrofurantoin and cefazolin. The
resistance rates of E. coli, K. pneumonia, and P. aeruginosa to nitrofurantoin and cefazolin were 100.00% from 2016 t02018, and the
resistance rate to ertapenem was low, both were 0. The resistance rate of K. pneumoniae and P. aeruginosa to piperacillin increased the
most obvious, and the resistance rate reached 100.00% in 2017. S. aureus had higher resistance to ampicillin, cefazolin, amoxicillin/
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clavulanic acid, and piperacillin, and lower resistance to amikacin, ceftazidime, and ertapenem. Coagulase-negative staphylococci

were highly resistant to ampicillin, ciprofloxacin, cefazolin, piperacillin, and aztreonam, and were resistant less to amikacin,

imipenem, levofloxacin, and ertapenem. Conclusion The detection rate of nosocomial pathogens in Henan Science and Technology

Affiliated Hospital increased gradually from 2016 to 2018, and the drug resistance of pathogenic bacteria also increased year by year. It

should cause the attention of infectious diseases and other related departments, and strictly to control the use of antibiotics.
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Table 1 Distribution of sample sources from 2016 to 2018

N 2016 4 ‘ 2017 4 ‘ 2018 4F ‘

nitk TR I% n/#k TR EGI% nitk PR LG I%
PRI 5153 43.28 6 372 52.82 7220 58.56
JRIB 4610 38.72 3860 32.00 3688 29.91
1L 2143 18.00 1831 15.18 1421 11.53
&t 11 906 100.00 12 063 100.00 12 329 100.00
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Table 2 Distribution of major pathogens in from 2016 to 2018

2016 4 2017 4 2018 4F

n/#k Fa R EL /% nitk T4 R EE /% n/¥k T4 B E /%

B2 BE A 38 6.18 56 6.01 54 5.76
S EE AR 20 3.12 27 2.79 24 2.75
Tt [t] ot 9] 4 7 287 BK A 12 1.87 16 1.65 18 2.06
BRI 6 0.93 13 1.34 12 1.37
oy L e 536 83.49 736 76.03 820 93.82
KW A B 264 41.12 400 41.32 381 40.66

A 471 B T 175 28.46 191 20.49 146 16.70
it 46 v T A B 55 8.94 86 9.23 49 5.61
i & AT B 42 6.83 59 6.33 43 4.92
HoAth 68 11.06 176 18.88 201 21.45
At 642 100.00 968 100.00 874 100.00
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Table 3 Resistance rate of main Gram-negative bacteria against common antibacterial drugs

T KGR A B i 24 281 % ] 253 MR L T R i 24 281 % I 9 o, T AT B i 24 221%

2016 4F 2017 4F 2018 4F 2016 4F 2017 4F 2018 4F 2016 4F 2017 4 2018 4E
PR A2 6.71 8.80 0.00 0.00 51.62 2.69 3.64 51.64 12.36
FARTIM 82.80 100.00 80.26 87.51  100.00 98.72 64.82  100.00 80.03
W 2 [A] 453 1.52 1.18  100.00 74.25 98.77 22.23 74.26 24.67
=Wk 53.12 64.79 48.63 82.49 35.54 88.26 20.00 35.58 27.78
ANTARU 59.76 77.93 51.42 5.93 74.20 9.25 14.81 74.23 24.65
B S A 0.00 2.46 — 41.45 70.03 — 5.56 70.00 —
RK#ER 44.65 51.53 37.99 5.97 71.12 7.94 18.26 71.62 26.21
UIE7 S 67.25 87.85 — 86.73 30.24 — 25.96 30.54 —
a5 14.93 29.44 11.93 36.77 54.88 5.38 9.16 54.87 16.94
L7t b AR 46.32 85.32 4581 56.28 71.16 59.20 23.64 71.62 27.70
ke 6.78 5.96 7.33 55.24 51.62 9.27 7.32 51.60 15.48
Sk 7 P gk 100.00 100.00  100.00  100.00  100.00  100.00  100.00  100.00  100.00
G et 0.00 1.53 0.00 45.23 41.92 6.65 5.54 41.95 15.44
T e R R 52.22 73.52 4352 46.79 64.50 6.64 14.56 64.52 23.16
R S 7 A o o 4 TR 7.55 14.66 — 88.24 80.06 — 9.34 80.07 —
WIR Bz 76 #R 55.20 90.29 — 475  100.00 — 29.62  100.00 —
JE At e 0.00 0.00 0.00 — — — 2.07 0.00 0.00
A 32.81 64.75 27.73 — — — 16.77 80.65 21.54

—: TR

—: no data
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Table 4 Resistance rate of main Gram-positive bacteria against common antibacterial drugs

PR G ¥ £ 2 BR TR 1T 24 1% g ] Pt 91 2 2 R AT DT 245 2% 1%
2016 £ 2017 4E 2018 £E 2016 £E 2017 ¢ 2018 4E
Bk 4.42 49.22 22.42 4.24 52.24 22.42
RS 24.82 100.00 80.04 24.82 100.00 80.04
W 22 [A] 22.24 74.22 24.27 22.24 74.22 24.27
=Wk cia i 20.00 45,58 27.78 20.00 45,58 27.78
NS 24.82 74.24 24.25 24.82 74.24 24.25
KR 5.52 70.00 — 5.52 70.00 —
BN+ 28.22 72.22 22.22 28.22 72.22 22.22
WEZS-~ 25.92 40.54 — 25.92 40.54 —
kAR 5 9.22 54.87 22.94 9.22 54.87 22.94
Sk A 24.24 72.22 27.70 24.24 72.22 27.70
Lt 7.42 52.20 25.48 7.42 52.20 25.48
SKFEmEnE 96.34 100.00 100.00 95.27 100.00 100.00
s v 5.54 42.95 25.44 5.54 42.95 25.44
Fr I R 24.52 24.52 24.22 24.52 24.52 24.22

i B ot ) T s Lk R 9.44 80.07 13.68 9.44 80.07
W iz 78 A 29.22 100.00 95.27 29.22 100.00 16.54
JE 3% g 2.07 0.00 0.00 2.07 0.00 0.00
A 22.77 80.25 22.54 22.77 80.25 22.54
—: THR
—: no data
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