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Analysis on distribution and drug resistance of Pseudomonas aeruginosa in Shengjing
Hospital of China Medical University from 2016 to 2018

SHEN Mo-han, HUANG Yu
Nosocomial Infection Management Office, Shengjing Hospital of China Medical University, Shenyang 110022,China

Abstract: Objective To explore the distribution and drug resistance of Pseudomonas aeruginosa in Shengjing Hospital of China
Medical University from 2016 to 2018, and to provide reference for rational use of antibiotics in clinic. Methods 1 465 Strains of P.
aeruginosa were collected in Shengjing Hospital of China Medical University from 2016 to 2018, and the specimen source
distribution, department distribution, and drug resistance were analyzed. Results A total of 1 465 strains of P. aeruginosa were
isolated. The primary source included sputum (53.9%), urinary (9.8%, and drain liquid (9.1%). P. aeruginosa was mainly detected from
ICU (23.3 %), followed by Department of General Surgery (13.9%), Department of Respiratory Medicine (13.4%), and Department of
Neonatal Respiratory Medicine (10.6%). The drug resistance rate of P. aeruginosa changed little from 2016 to 2018, and P. aeruginosa
had a lower resistance rate against cephalosporin drugs, fluctuation within 12.75% — 31.69%. The drug resistance rates of P.
aeruginosa against imipenem and meropenem were 31.30% — 33.46% and 12.94% — 29.11%. The drug resistance rate of P.
aeruginosa against amikacin was the lowest, with 3.27% — 4.54%. 37 Strains of pandrug-resistant P. aeruginosa were isolated,
accounting for 2.5%. In which, the separation rate of pandrug-resistant P. aeruginosa in 2017 was the lowest, with 1.39%.
Conclution Bacterial drug resistance monitoring should be strengthened, and effective measures should be taken to control the spread
of drug-resistant strains, to delay the generic drug resistance of P. aeruginosa and prevent the spread.
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Table 1 Sources distribution of Pseudomonas aeruginosa

2016 4 2017 4 2018 4 it
FRAR KR - - - -
n/ i PR EG/% n/fl KR EG% n/#i PR /% n/fl TR LG 1%

RN 226 48.7 284 56.2 279 56.3 789 53.9
PRI 48 10.3 43 8.5 53 10.7 144 9.8
SR 36 7.8 56 11.1 41 8.3 133 9.1
4 1fi 34 7.3 39 7.7 31 6.3 104 7.1
wit 22 47 11 2.2 12 2.4 45 31
S 30 6.5 13 2.6 3 0.6 46 3.1
53U 26 5.6 26 5.1 33 6.7 85 5.8
it B 11 2.4 7 1.4 7 1.4 25 1.7
Jilikas 9 1.9 13 2.6 18 3.6 40 2.7
7K 9 1.9 8 1.6 7 1.4 24 1.6
PIE g3 2 0.4 1 0.2 4 0.8 7 0.5
i 7k 5 1.1 4 0.8 5 1.0 14 1.0
=R 1 0.2 0 0.0 1 0.2 2 0.1
iDRER 1 0.2 0 0.0 2 0.4 3 0.2
HoAth 4 0.9 0 0.0 0 0.0 4 0.3
it 464 100.0 505 100.0 496 100.0 1465 100.0
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Table 2 Departments distribution of P. aeruginosa

. 2016 4 2017 4 2018 4F st
= Bl RIS ol RRESe  wBl FIRee Bl R
HhE} IR 31 6.7 29 5.7 25 5.0 85 5.8
i 4k 3 0.6 1 0.2 3 0.6 7 0.5
WER AN} 18 3.9 19 3.8 23 46 60 4.1
A 64 138 77 15.2 62 125 203 13.9
TR ERARE 7 15 6 1.2 12 2.4 25 1.7
NERN L 10 2.2 8 1.6 8 1.6 26 1.8
HHMEL 3 0.6 4 0.8 4 0.8 11 0.8
M R P 66 14.2 67 13.3 63 12.7 196 134
BN 15 32 4 0.8 4 0.8 23 1.6
IR M F 6 1.3 1 0.2 11 2.2 18 1.2
REF 41 8.8 47 9.3 59 11.9 147 10.0
WA Ly 55 11.9 58 11.5 42 8.5 155 10.6
ICU 124 26.7 111 220 106 21.4 341 233
HoAthF}= 21 45 73 145 74 14.9 168 115
#it 464 100.0 505 100.0 496 100.0 1465 100.0
*3 ARBREMENERNEAYNTHZEE
Table 3 Resistance rates of P. aeruginosa to common antibiotics

PR 2016 4F 2017 4E 2018 4E
n/ fiif 245 2% n/ % fiif 245 2% n/l i 25 %%
MR P AR 87 18.82 41 8.05 84 16.84
LR IR /57 T — — 73 14.42 140 28.27
Wk 7 76 /Al s (2L 2 113 24.43 101 20.04 22 438
KiamkE — — 505 100.00 496 100.00
g 147 31.69 139 27.45 132 26.67
K AR f 100 21.47 107 21.15 63 12.75
KAEVET 464 100.00 505 100.00 451 90.91
A 131 28.26 151 29.91 198 39.58
NAire=as] 146 31.41 158 313 182 36.77
eSS ] 60 12.94 91 17.9 144 29.11
R KR A2 21 454 21 4.18 16 3.27
IRRE & 54 1154 68 13.55 41 8.33
ZATGE 48 10.25 51 10.11 34 6.84
KR E 54 11.54 69 13.86 59 11.96
AR E 40 8.57 60 11.83 75 15.12

—: TH

—: no data
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Table 4 Distribution of pandrug-resistant P. aeruginosa

Ty n/fgil o B 1%
2016 15 3.23
2017 7 1.39
2018 15 3.02
At 37 2.50
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