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Abstract: Objective To analyze the distribution characteristics and drug resistance of pathogenic bacteria of infectious diseases in
cancer center of First Affiliated Hospital of Xinjiang Medical University from 2016 to 2018, in order to provide a basis for clinical rational
drug use. Methods A retrospective survey was conducted to analyze the distribution and drug resistance of pathogenic bacteria of
infectious diseases in cancer center of First Affiliated Hospital of Xinjiang Medical University from 2016 to 2018. Results A total
of 2 368 strains of pathogenic bacteria were isolated, of which 1 510 strains were Gram-negative, with a composition ratio of 63.77%,
including Escherichia coli, Klebsiella pneumoniae, Pseudomonas aeruginosa, and Enterobacter cloacae. There were 577 strains of
Gram-positive bacteria with a composition ratio of 24.37%, mainly including Staphylococcus aureus, Streptococcus agalactiae,
Staphylococcus epidermidis, and Proteus mirabilis. Fungi (281 strains) accounted for 11.86%, and main of them were Candida
albicans and Candida glabrata. The main Gram-negative bacilli were extremely resistant to imipenem, amikacin, meropenem, and
linezolid, and the resistance rates were close to 0. The main Gram-negative bacilli against chloramphenicol, cephalosporin oxazoline,
cefotetan, cefotaxime, and cefepime had lower drug resistance with the drug resistance rate lower than 50%. And the resistantce rate
against ampicillin, cefuroxime, and cefazolin was extremely higher than 70%. The main Gram-positive bacilli had very low resistance
to linezolid, aztreonam, nitrofurantoin, ampicillin, and vancomycin with the resistance rate lower than 5%. The main Gram-positive

ris HEA: 2019-06-19
1fEEREN: & %, &, EAEERIE, PFAI7H . E-mail: wangsanyue0033@126.com



* 2860 - LR L Y-S

Drugs & Clinic

F3uHE FoW  2019%9H

bacilli had high resistance to ciprofloxacin, erythromycin, tetracycline, etc with the drug resistance rate higher than 70%. And the
resistance rate against levofloxacin and clindamycin with resistance rate lower than 30%. The main fungi had lower resistance rate
against itraconazole, 5-fluorocytosine, and amphotericin B, and the drug resistance rate was less than 5%. The resistance rate against

miconazole, ketoconazole, and econazole was higher, with the resistance rate higher than 20%. Conclusion The pathogenic bacteria

of infectious diseases in cancer center of First Affiliated Hospital of Xinjiang Medical University from 2016 to 2018 are mainly
Gram-negative bacteria. Due to the diversity of pathogens and the increasingly serious status of drug resistance, it is necessary to pay
attention to pathogen examination and guide medication according to drug susceptibility results.
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Table 1 Source of pathogenic bacteria
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Table 3 Resistance rate of main Gram-negative bacilli against common antibiotics
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Table 4 Resistance rate of main Gram-positive against common antibiotics
‘ & B R TR B R B A AR AT B
B2
nitk T 245 2/% itk 25N otk X% nitk i 25 21%
WA 309 722 41 63.1 26 63.4 15 78.9
SLAEPE T 210 49.1 32 49.2 21 51.2 1 57.9
2% M frz 2 0.5 0 0 1 2.4 0 0
JE I R 43 10.0 9 138 5 12.2 3 15.8
AEmER 395 90.0 59 90.8 36 87.8 17 89.5
A M 6 1.4 1 15 0 0 0 0
MER 95 22.2 13 20.0 10 24.4 5 26.3
AT 9 2.1 0 0 1 2.4 0 0
I 2 A 1 0.2 0 0 0 0 0 0
IWEZN 3 316 738 42 64.6 27 65.6 13 68.4
JIHER 2 05 0 0 0 0 0 0

®5 TEAEMNERMAAYNHAER
Table 5 Resistance rate of main fungi against common

antibiotics
SRR Jei I 22 B R
FLIE
nitk TR nikk THEERI%

PittE &R B 2 1.2 0 0
I 46 26.6 12 46.2
WK e 43 24.7 9 34.6
P e e 37 214 8 30.8
i I 39 225 9 346
R AL 19 10.1 5 19.2
5- oL s g 6 3.5 0 0
it 4 2.3 0 0

WA BT R L 5 — B = B e o0 2016—2018
CEIEAG R R (R B B BB . R IR RS
K MHF L RS PG RS A, M43 B S
B PR o A AR 2R PR TR (47.61% ) SR (28.47%) <
MR (6.81%) My (4.64%). iy Bis)R
B PRI PRARAS HH 5 AR A BT o bl B 22 o WP T A2
T B REYERAL, HOREARA F Bk H TR, L
57 R R i R e B8 K 2 R AT AT L T,
TR ST 0T i g 553 BRI R G B A AR K A
M, SFEOFRIEREIIRETH, AReA A R
WA A7 5 L L
32 REENSTH

G R 3 e RE R ) P 2 PE MR B 7 24.37%,

ERAMEBE Y 63.77%, SR b A 2L B
FK T E CHINET 40BN 245 1 I rh sk 4 48
71.6%MFH5KF, e 5 %R o e akss il
245 N AL T T AR ROt R 2 S e fioh i 5 25 e
TS RS TR S BIALE 2. BT 4 157 14 24 BH 1 T A
VNG ORI ABREE . TOFLEERREE . R R A BR 1
A AT o i FE AP AR 4 2 (0 AT EK T (MRSAD
Fe R B BB JR 2 —, IR AEST N AR
AT HE/Z MRSA HIALFEIESY o e Rl e AT A e i
# MRSA 530y 18.07%, B BAK T & A 125 [
PefEpEM R E . AREPEE BRRS
(11.86%), SiAAX GIEME MR, 7. 7K
ST SEUEE R T KO AR REE SR E
BE G LA 3, RROT AT IPIGE £
TR RS BA — 8 B R, A0 P T 6 T 452,
SEANEESR R . AOSERE S SR
Hh, HIHATLLE R IRRE A, DIWT R4,
i BB 1R Nl i A 5,
33 FEREERMZAME

TR LA R . PR RE. £
B B R % A e (1) T 2 PEAR AR s 2R AR, Skt
MR S RMR b (1IN 25 PR 5 o 15 B I PR IS AR 38 7
=2 BT B AN [ (RN 25 P 20 S B A KR YT
o FEFEPAMEM BRI, AR i %
PSIE=I ity NN IR & S & (RS TpZSE s =)
WIPE, W ERARISMN M. FE X
e, 5-mUmELE . YRR R B N 25 R B,



AR 3 4 5t A Drugs & Clinic

FE3UE FoH 201949 H « 2863 +

XK R R REME L o BRI AR 25 R B . WO
I PRAE XS (8 BEAT VRTINS AT DI AR Feasl e s AN A 1
M 2515 O0IR YT, IR T IR A DA 2

A BRIERE DTS B PR 24 T P R AR AT R e 1Y)
HEN R, RIEUR 2 A R i 25 0] BEVER DU
250y 9 v 245 AT REAE 25 RIVIRI 245 7T RETE 25
re i 245 ] RENE 2982 1ia 25T I I R AT S 930
AT EN R AN 258, UG4S IR i 25
BHASHA, ARER. RKER. RHDE.
PURRER . Skftfthne KOkt g b2k 2 45
SR IS [ AR 2 S A i 24 38 R AT 245 mT e 2454,
BT R 2 2D B S LG R SRk A
FESAFH TR OL T, PUSC BT 25 R RETE 2540 »
PR R 24 W] REPEZGMII AL, A Bl T4 il 4 e
M2 T340, ZERT ik S i R 25
Y, BLEEWIEMABE 251800, ra. AR
P R B PEAR 2 IR 25 5 251 [FIR, —3@
TR B AU 259 (0 255 2 [ 25 2002 A AR
HY, B EALIE BIA REMIR L, YERe 251
1R P IR, A RS SR YT B FI D 24 A

ER PR, HTEEERARLRCSE S — IR BB e
o B IR DA B RO, i RO
FATFEORTE . WPIROE R B NRAEAL, IR Z T
BN G RO P AR R e AT B A . AR
JE B AN [ 25T 25 R AR, R B S 24
BE RE B PUA M), AR R 3 1T 25
PEAT WY B ZE S o PRI 24 3048 1k, 7 Wl A 4
T2 A 185 B9 T A E AN TR 15 0 9 22 25T 24

THoL, H2SBUZM L RE A BUR TS E

LV SR R 4 B A S K ) AR A 2 [ R D B0 M 55

25 AT B DU 29I R 5 ) o TR L6y oA

A, AR REURG R SRR WA, BT

T3 S TR IR 22 R ™ SR 25 BIR, WU R

NIKB|RIFRRITRCR, MBI Rk d, 2

EE R T .

S 3k

[11 REH FILL, RbeE, %5 P s R R
oy A o Femit 25 PR or A 9] BRAX TR 5 2%, 2016,
43(4): 758-761.

[21 whRifE, TH=, R, 2B RESREREMRRE
[M]. 28 3R, FIRT: ZRFERFHIMA:, 2006: 744-745.

[3] Clinical and Laboratory Standards Institute (CLSI).
Performance Standards for Antimicrobial Susceptibility
Testing [S]. 2017: M100-S27

[4] RREk £ &, RN MR EE R MR R
WS 2P AT [J]. PAREE R Ge k&, 2015,
25(10): 2200-2201, 2207.

[6] Bk # &L @ H ASHEBURR R LT EEY
YR FCHE R [3]. PE R Y&, 2017, 12(3): 180-183

[6] JU/he, MRk, EHEFS, 55 ZHEORMETARERE
ARG B G5 SR B R R R S R R A [J]. Ak
Rl et 2h i, 2017, 27(4): 892-895

[71 AREABA, HEEIR, LMy, . IR B M7 R
AT K i s [0 b E AR IR Ak &, 2016,
26(20): 3022-3024.

[8] JUigAE, WAREEE, EIALHE, & G R LT IR B
WA T ISR [0 HHEERZFRE, 2015,
35(16): 1491-1495.



