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Abstract: Objective To understand the distribution and drug resistance of pathogenic bacteria in Shunde Hospital of Guangzhou
University of Chinese Medicine, and to provide basis for clinical treatment. Methods A retrospective survey was conducted to
analyze the distribution and drug resistance of pathogenic bacteria in Shunde Hospital of Guangzhou University of Traditional Chinese
Medicine from January 2015 to December 2017. Results Total 14 780 strains of pathogens were isolated, in which Gram-negative
bacteria were 8 426 strains (57.01%), and main of them were Escherichia coli, Acinetobacter baumannii, Klebsiella pneumoniae, and
Pseudomonas aeruginosa. Gram-positive bacteria (5 137 strains) accounted for 34.76%, and main of them were Staphylococcus aureus,
Streptococcus pneumoniae and coagulase-negative Staphylococcus. Fungi were 1 207 strains (8.17%), and main of them were Candida
albicans. The top three departments were Department of Oncology, ICU, and Gastroenterology. E. coli was sensitive to amikacin,
imipenem, piperacillin/tazobactam, and levofloxacin. The resistant rate of A. baumannii against common antibiotics was high. K.
pneumoniae was sensitive to gentamicin and levofloxacin, and the resistant rate against other antibiotics was above 30%. P,
aeruginosa had the highest resistance against cefoxitin, cefotaxime, trimethoprim/sulfamethoxazole, and amoxicillin/clavulanic acid.
Fungus was sensitive to vancomycin, and was resistant to erythromycin, penicillin, and clindamycin. Conclusion The statistical
analysis of pathogenic bacteria in Shunde Hospital of Guangzhou University of Chinese Medicine should be conducted regularly to

provide evidences for doctors to use antibacterial drugs reasonably. At the same time, regulation should be strengthened to reduce
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bacterial resistance.
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Table 1 Distribution of pathogenic bacteria
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Table 3 Resistance rates of main Gram-negative bacteria against common antibiotics
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