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Abstract: Objective To analyze the expression and its clinical significance of signal regulatory protein a (SIRPa) gene in breast
cancer through mining the related microarray data from Oncomine and GEO database, and to explore the effects of salvianolic acid B
on the expression of SIRPa in breast cancer cells. Methods The datasets about breast cancer and effects of salvianolic acid B on breast
cancer cell were retrieved from Oncomine and GEO database, and then the datasets were deeply mined and analyzed with literature.
Gene expression profiles of salvianolic acid B against breast cancer MCF7 cells were investigated. Results The mRNA expressions
of SIRPa gene in breast carcinoma tissues were significantly lower than those of breast normal tissues through mining and analyzing
the 9 datasets about SIRPa gene in breast carcinoma from Oncomine database (P< 0.05). Survival analysis showed that the disease-free
survival of breast cancer patients with higher expression of SIRPa gene was significantly worse than that of patients with lower
expression of SIRPa, and the prognosis of patients with low expression of SIRPa gene was better (P < 0.05). The mRNA expression of
SIRPo gene was down-regulated by salvianolic acid B in the datasets of GSE85871 through mining the GEO database (P< 0.01).

Conclusion SIRPa gene is under-expressed in breast cancer and its expression level is related with the prognosis of breast cancer,
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which may be a new target of effects of salvianolic acid B on breast cancer cells.

Key words: salvianolic acid B; breast cancer; SIRPa gene; data mining

{51781 o (signal regulatory protein o,
SIRPa) /& SIRPs ZRHEE— M sEE Miht, &
BIRRAE E BEAN A 2 U A I ) BB, A D
FARAE P L0 M AN 55 P B2 40 W 5 . SIRPa Jid Ak
X&H 3 M RRE LR (1gsF) 4z
APEIEACAL i BT = BEOR S, HA S STl
PFRVRIE IR e e Fil I P (ITIMs) o HH T JLRR IR 1
ME R NGE R, PUE T EAEAN R A0 M rh AR 8 AN ]
P55, RIEAFRIDIEE. %4500 DL s
i Sre B AR, BETS ST SH2 SR E
NG TR WL SHP1 R SHP2 454, Ml &
IR RS (PTKD MO 4 ey Ak, i S e
ML I BT o T SRS T SIRPa fE iR
TS SNG40 B D RE R Y TP AL, R
KRR e R A B B R A R R I R AR
SIRPa # [ 7EFLIRE 2L ZA P B TEAI N 32, 25
WFST AR )2 T 4T Kaur 25PF9% 2% 0 5L B
M0 SIRP IG5, JFmRik CD47
T, LB E A B AN A o i #E 7R T SIRPa
7EFUIE PR IR L o PRI SIRPa 55 R 3L
g Rl e — N E R, U N RS
KA TG RIAB IS GEO F1 Oncomine
B EE P I A AR, JER AT A, DA
T A SIRPo i PRI 5L s Hh R 2 IE TR 2 e
TR P 2 I PR LR 25 B VR T R T RS A
ez BHEM, Aeh B gyrh SR AU T
ERIIIA R — AR T B AR . (B AT i 7%
o, RIPFZ IR B X FLIRSE 40 L SIRPo JE A 5k
FEAERE o DA TT— IR 4R, DU A B 24
b R IG T LR A SR 2 ) B A L
1 ZERANAZE
1.1 HHERE
1.1.1 M\ Oncomine #{# ¢ b f U B # F o
Oncomine £#f 7 3 UL https://www.oncomine.org/,
T SEHEATVE M DR A A KR P (AT BB, AR5 4R
PE e S AR P AT BOE , FRIT I A I
Pt S B . AT, R R R St
I NIME 4 F & (1) cancer type: breast cancer; (2)
gene: SIRPA; (3) data type: mRNA or DNA; (4)

analysis type: cancer vs normal analysis.

1.1.2 M GEO #ffs e h 1R Hi syl 7 PUBMED
U https://www.ncbi.nlm.nih.gov/pubmed/## 2 A~ H
3] GEO datasets, AR i 12 45 14700 IV AS 2 A i
A “Salvianolic acid B”, “Organism” % &} “Homo
sapiens” KA AT G &M B S T 4.
1.2 FitFESR

K ¢ K50 LU 5 2 23 L i e 91 4 21
2 [] SIRPa KIAMZE 5+ K H GEO Hdis A M sk H
A7 GEO2R 43 B PR 1A 1% v 1) B AT 22 e Ak 1)
Ao K H Kaplan-Meier /732715 SIRPa KIA 5 HL
TSR R BTS20 M b 2R SPSS
20.0 2 AFREAT, VEEIRH Graphpad Prism 5.0 3K {4
AT, 4 P<<0.05 NI H G- RE .
2 HR
2.1 SIRPa EFLBREE PRI SIRFRIAFR

FIH Oncomine il g 571 A3 ¢ 7L M L R 2
FERIEIBEI, WEAMN AT IEAFE TR, B
2001 £ IEA 9 T 589 A SIRPo £E LR AIE %
HAPRIFRIE, AT 2 484 BilbrA. LMK
% T Breast Cancer Res”!. Nature*™, Cancer Cell,
Proc Natl Acad Sci U S A*1 Mol Biol Cell®™25:2% 7.
7t Oncomine 4% 720X 9 TAf o 45 Rk T 4811
SR, HXTRALLE, SIRPo 7EFLAREH 2 IR
LRIk, ZrAASEX (P<0.05). WK 1.
22 FEHIEES SIRPo EFEEILIREFER T
BRELPHIRIEER

Oncomine ##i A+ SIRPo 7EAN[RIFLIRIE ST
BnEh RIS R WK 2, R ER, 175 Ma 5.
Curtis 4. TCGA. Richardson 5. Sorlie 5. Perou
LM Zhao ZEWFFTH, SIRPa 7F FLIRSE H (R IR =4
WEHEMTIEWEARAL, EraRFEEa (P<
0.05) 0 1% 9 JARIIIEFE 0 ) SIRPa IR A A4
FAXS ) P A LR 1.
2.3 SIRPo EE5FREREMEHHEXYE

FH GEO F1 Oncomine %4 FEIZ A AF(E
K&, RH Kaplan-Meier 3253 7 &3, SIRPa 2 K1)
FIEIKP 5 FUME BB AR A TS 2 (R AEAH DR,
fIC3IE SIRPa JE PRI IR Sl S8 o AE A7 S ] il 22
TRk B, wREEF UG ELF (P<0.05).
LK 3,



PR S TY S Drugs & Clinic HE33H HSH 20184E5 A * 1015 -

log2 medan-centered intensity

Comparison of SIRPA Across 9 Analyses

Under-expression

Median Rank p—Value Gene

370.0 0.001 SIRPA _— I
1] 2 3|4|5|6|7]|8|9

Legend
1. Invasive Ductal Breast Carcinoma vs. Mormal 6. Ductal Breast Carcinoma ws. Mormal

CurEls Breast, Naoture, 2012 Sarfle Breqgst, Proc Mol Acod Sof U5 A, 2007
2, Ductal Breast Carcinoma in %itu Epithelia v=, 7. Ductal Breast Carcinoma vs. Mormal

Marimal Sorlle Breast 2, Proc M Acad Scf U 5.4,

Mg Breqst <, Greqst Concer Fes, 2007 2003
3. Invasive Ductal Breast Carcinoma Epithelia 5. Invasive Ductal Breast Carcinoma ws. Mormal

we, Mormal TCGA Breast, No Aszociqted Paper, 20717

Ma Breast £, Breast Cancer Res, 2009 9. Invasive Ductal Breast Carcinoma vs. Mormal

4, Ductal Breast Carcinoma vs. Mormal Fhao Bregst, ddal! Biol Celf, 2004
FPerog Breast, MNoture, 2000

5. Ductal Breast Carcinoma vws. Mormal
Richardson Bregst 2, Cancer Celfl, 2004

1 5 10 25 25 10 5 1

EBEOCOODOCENE [Nt measured

The rank for a gene iz the median rank far thatg‘ene across each of the analvses.
he p-“Yalue for a gene iz its p-Walue for the median-ranked analvsis,

1—9 KR 9 BFFL 4 I, BABIRERTR SIRPA FERILE 1%t i Hh RIs B IE

1—9 represent the 9 studies on the expressions of SIRPA in breast cancer, and darker blue indicates lower SIRPA expression in the chips
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Fig.1 Expression of SIRPA gene in breast cancer in Oncomine database
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Fig. 3 Relationship between expression of SIRPa and

prognosis of breast cancer
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Fig. 4 Effects of salvianolic acid B on expression of SIRPa

gene in breast cancer MCF7 cells in vitro
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