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Analysis on genetic diversity of Rubia cordifolia from various geographical

populations in Henan province
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Abstract: Objective To investigate the genetic diversity of Rubia cordifolia from seven geographical populations in Henan province,

and to provide evidence for the protection of R. cordifolia wild resources. Methods The autogenous variation of chloroplast gene

fragment psbA-trnH was analyzed by DNA sequencing technique. Results Based on cpDNA data, 40 haplotypes (H1—H40) were

identified, the diversity index of haplotype and nucleotide diversity index were 0.951 + 0.001 3 and 0.014 77, respectively. Genetic

differentiation index was 0.081 53, and gene flow among populations was 2.78. Conclusion The wild populations of R. cordifolia in

Henan province have higher genetic diversity in geo-authentic product area than other species. There is less genetic differentiation

among populations because of the stronger seed-mediated gene flow.
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Table 1 Information of populations

s S/ FEAS h T I £ A P £ 20
YA 111°45'/33°42' 7 0.524 5.400% 107 HIl. 9. 10

LG 111°20'/33°45' 10 0.933 6.350X 107 H2. 6. 8. 11, 12

A L 113°17'/32°24' 10 0.933 0.020 53 H2. 3. 4. 8. 13, 14, 15
el 112°33'/32°59' 10 0.891 0.015 45 H8. 16~22

L 113°32//35°36 10 0.933 5370X107° H3. 8. 23~28

Jiiliy 113°37//35°43' 6 0.844 6.350X 107 H7. 29~33

Rl 114°14'/31°53' 9 0.972 0.010 58 H5. 34~40
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Table 2 Forty haplotypes induced by variable sites of psbA-trnH segment in R. cordifolia
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Table 3 AMOVA of population molecular variation

in R. cordifolia
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Fig. 1 Mismatch distribution of R. cordifolia

calculated from psbA-trnH sequence
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Fig. 2 Dendrogram from seven populations of R. cordifolia
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