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Gene cloning and expression level of chalcone isomerase during florescence
and content of flavonoids in Fagopyrum dibotrys
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Abstract: Objective To clone and analyze the full-length cDNA of chalcone isomerase (CHI) gene from Fagopyrum dibotrys
(FACHI). To analyze the expression of CHI and the total flavonoids content during florescence of F. dibotrys. Methods The cDNA
sequence of CHI was cloned by homology cloning from F'. dibotrys. The expression of CHI was analyzed in the different tissues during
florescence by semi-quantitative RT-PCR. The content of total flavonoids was measured by AICl; method. Results The open reading
frame (ORF) of FACHI was 750 bp and encoded a protein with 249 amino acids. Bioinforamtion analysis suggested that the amino acid
sequence of FACHI had the high homology with those in other plants. Gene expression analysis showed that FACHI was highly
expressed in the flowers, followed by the roots and leaves, while lower in the stems. The content of total flavonoids was the highest in
the flowers then the leaves and stems, and the lowest was in the roots. Conclusion The cDNA sequence of FACHI is firstly obtained
from F. dibotrys and its coding protein has the typical characteristic of CHI homologous protein. The gene expression of FACHI shows
the same to the total flavonoids content in the stems, leaves, and flowers, but different in the roots of F. dibotrys.
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Table 1 Primer sequences and application
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Fig. 1 Total RNA extracted from F. dibotrys
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Fig. 2 FdCHI cloning
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Fig.3 Phylogenetic tree based on amino acid sequences
of FACHI and other plants
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Fig. 4 Semi-quantitative RT-PCR of FACHI

during florescence
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Fig. 5 Determination of total flavonoids

in F. dibotrys during florescence
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