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Abstract: Recently, LC-MS/MS-based molecular networking has been widely used in the field of natural products from
microorganisms, marine organisms, fungi, plants, and so on, while there are few reports on the research and application of
LC-MS/MS-based molecular networking in the field of Chinese materia medica (CMM). Covering molecular networking topic, what
is molecular networking was firstly introduced and the literatures related to molecular networking was retrieved. Then the application
of molecular networking on five aspects were reviewed, including qualitative characterization of components, quantitative
characterization of components and quality control, guiding the active compounds separation, optimizing the extraction process and
disease diagnosis as well as personalized treatment. In the end, this study forecasted the prospects of molecular networking in the field
of CMM, aiming to provide new thought and methodology for the research of CMM and expect to expedite the development of
traditional Chinese medicine.
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Fig. 1 Principle of MN (a) and flow chart of generating MN (b)
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