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Analysis on DNA fingerprints of Sarcandra glabra and correlation with its quality
using ISSR molecular markers
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Abstract: Objective To analyze the correlation of DNA fingerprints of Sarcandra glabra with different quality levels and its quality.
Methods Using ISSR-PCR, 100 ISSR primers (UBC801—UBC900) were screened, and 23 of them were polymorphic. The 23 ISSR
primers were used to amplify 18 S. glabra samples from different habitats. Based on the 18 ISSR amplified bands, the data base of
amplified bands fingerprint was established using Excel. Results one hundred and ninty-eight bands were obtained. Each primer
amplified eight bands on average. The number of polymorphic DNA bands was 184, and the polymorphic proportion of DNA bands
was 92.9%. Seven sites in two primers (UBC811 and UBCS825) screened from 23 polymorphic ISSR primers were in one group, and
seven sites in three primers (UBC827, UBC834, and UBC842) were in another group. The DNA fingerprints of 18 S. glabra samples
were established, and U844-6 bands were screened from 184 polymorphic bands to correlate with sample quality. Conclusion ISSR
molecular markers could identify the DNA fingerprints of 18 S. glabra samples, and screen one band that is related to the quality.
Key words: Sarcandra glabra (Thunb.) Nakai; ISSR; DNA fingerprint; quality; correlation analysis
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Table 1 Basic information of 18 samples

G g FE i T 2531
S1 £ BV T %
S2 el STl th
S3 SRR TR th
S4 i S 224 o
S5 T ARA TR T %
S6 FREE =IO T &
S7 FE = ok 7
S8 YL VY45 i M 1T 7%
S9 g A e PH h
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#3720 pL (1) ISSR-PCR 2 WA% 5 : 40 ng il DNA.
0.2 mmol/L dNTPs. 2.5 mmol/L Mg>", 1.0 U Tag DNA
R4 0.4 umol/L 514, ISSR-PCR ¥ ML/ 4 94
CHIANE 5 min; 94 C 455, 31~50 ‘C 1.5 min,
72 °C 1.5min, 35 /ME#H; 72 'C 10 min; 10 CAR
TEo IR KB Y 34 P~ R R 4 . PCR 724
28 1.8%IM BENRHE B Lk 7y B, EB Qi AR5
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Table 2 Numbers and ratios of polymorphic bands amplified by 23 ISSR primers

519 5174 BRI 1 C EE 4 AW 2R /%
UBCS807 AGAGAGAGAGAGAGAGT 48 8 8 100.0
UBCS810 GAGAGAGAGAGAGAGAT 48 6 5 83.3
UBC811 GAGAGAGAGAGAGAGAC 49 8 7 87.5
UBC815 CTCTCTCTCTCTCTCTG 49 9 9 100.0
UBCS816 CACACACACACACACAT 47 7 7 100.0
UBCS822 TCTCTCTCTCTCTCTCA 48 6 6 100.0
UBC824 TCTCTCTCTCTCTCTCG 48 7 7 100.0
UBC825 ACACACACACACACACT 48 15 13 86.7
UBCS827 ACACACACACACACACG 48 13 13 100.0
UBC834 AGAGAGAGAGAGAGAGYT 49 6 6 100.0
UBC840 GAGAGAGAGAGAGAGAYT 49 9 9 100.0
UBC841 GAGAGAGAGAGAGAGAYC 50 5 4 80.0
UBC842 GAGAGAGAGAGAGAGAYG 50 6 3 50.0
UBC844 CTCTCTCTCTCTCTCTRC 51 6 6 100.0
UBC847 CACACACACACACACARC 51 10 10 100.0
UBC848 CACACACACACACACARG 51 10 9 90.0
UBC865 CCGCCGCCGCCGCCGCCG 70 15 15 100.0
UBC895 AGAGTTGGTAGCTCTTGATC 49 11 11 100.0
UBC831 ATATATATATATTYA 31 5 5 100.0
UBC861 ACCACCACCACCACCACC 56 9 6 66.7
UBCS881 GGGTGGGGTGGGGTG 56 14 13 92.9
UBC891 HVHTGTGTGTGTGTGTG 46 5 4 80.0
UBC900 ACTTCCCCACAGGTTAACACA 52 8 8 100.0

gk 198 (&b 184 (i) 92.9 (HfE)
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Fig. 2 Screening results of amplified bands

33 MR 18 (X EIMHAE SR AY DNA fa 8Bl

F T3 A 7 8 B B — 45 5 1 T DL 4 %)
18 AN FEIRIINE i, R BT A 1 UEEEMEi
KN Excel RAGFTE AT B2, AWy =9
ZAMLAWNEGEMTREX oM H, EH
UBC811.UBC825 519 i) 7 A7 s — N A
UBC827. UBC834. UBC842 3t 3 4&514hif) 7
AL R T — AL, AL T 2 sk BAX 4y
18 /A S B A i 1 3 DR 41 17) DNA Fir 2
Pk s dR ac B i WL 3. K% DNA Frac ik 5
A ISSR SIMIIIA A5 B 2.

u811-u825
53 [s¢ [55 Js6 [s7 [58 [s9 [sio [siL

315 [314 [515 [516 [517 [s18

u827-u834-u842
53 [s¢ [s5 [se Jsr [s8 [m@ [sio [sit

512 [513 [s14 [s15 [si6

3 18 P EIMEAME SMAYEE4H DNA 5B LR EE R E

Fig. 3 Standard mode images of genome DNA fingerprints
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