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ITS Sequence analysis of Uncaria hirsute and Uncaria sessilif rutus
ZHU Shuang', ZHOU Lin', HUANG Kairhong', HUANG Hong liang ',
GAO Xiaocxia', ZENG Chang qing’
(1 School of Life Science and Biopharmacology, Guangdong Pharmaceutical University, Guangzhou 510006, China
2 School of Pharmacy, Guangdong Pharmaceutical University, Guangzhou 510006, China; 3. School
of Chinese Mat eria Medica, Guangdong Pharmaceutical U niversity, Guangzhou 510006, China)

Abstract: Objective In order to clarify the phylogenetic relationships between the different species of
Uncaria Schred, genetic analysis was carried out for Uncaria hirsute and U. sessilif ructus by using the rD-
NA ITS sequence as molecular marker. Methods T otal DNA was extracted with modified CTAB method
and thereby rDNA ITS regions were amplified with common primers The rDNA ITS amplicon was charac
terized by RFLP, sequencing and phylogenetic analyses using PAUP by maximum parsimony. Results
The Msp 1- and H ae II1based RFLP patterns of rDNA ITS from U. hirsute and U. sessilif rctus were ob-
tained, where the resultant entire sequences of rtDNA ITS region were both 718 bp. Conclusion Based on
molecular biology methods of TDNA ITS sequence analysis, accurate molecular identification could be per
formed on traditional Chinese medicinal material plants in Uncaria Schred and provide molecular evidence
for taxonomy and identification of different species in Uncaria Schred.
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Study on hardness and germination characteristic of Cassia obtusif olia seeds
ZHANG Chun-ping', HE Ping', DU Darrdan', YU Zeli', WEI Pirrxiang', HU Shrjun’
(1 Key Laboratory (Ministry of Education) of Eco environments of Three Gorges Reservoir Region, Chongqing
Key Laboratory of Plant Ecology and Resources Research for Three Gorges Reservoir Region, School of Life

Sciences, Southwest University, Chongging 400715, China; 2 Kunming Institute of Botany, Chinese
Academy of Sciences, Kunming 650204, China)

Abstract: Objective T o break the seed hardness and improve the germination rate of the Cassia
obtusif olia seeds, hardness and germination characteristic of C. obtusif olia seeds were studied Methods
Several physiological indexes like the weights per thousand seeds, pure rate, hard rate, content of mois
ture, and the rate of water absorption were measured. Methods of soaking in hot water, prefreezing, im-
mersing seed in H2SO04, and mechanical abrasion with coarse sand were used in the experiment And the
germination rate of C. obtusif olia seeds was determined under different temperature and different concerr
tration of chemistry matter treatment Results The content of moisture in C. obiusif olia seeds was
10 43%, the rate of water absorption (untreated) was 45 82%, the rate of water absorption treated by
mechanical abrasion and H2504 were 154 2% and 159. 7%, respectively. T he rate of water absorption was
99. 8% by the treatment of H2504 within 20 min. The germination rate under the alteration treatment of
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