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Abstract: China's novel coronavirus (2019-nCoV) infection has attracted worldwide attention since the end of 2019. China has
made the prevention and control of the epidemic and the protection of people's lives the top priority of the party and the country. Vac-
cines for the prevention of viral diseases and drugs for treatment are important components. Understanding the difficulties in the de-
velopment of these drugs is conducive to the development of antiviral drugs. This article reviews is the understanding the coronavi-
rus (SARS-CoV-2), reflecting the contribution of Chinese scientists to the basic research of pneumonia, and discussing the develop-
ment, screening and evaluation of antiviral drugs in line with national and international technical specifications.
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Fig. 1 World influenza map in 1918 (source: Institute for
Disease Modeling)
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Fig.2 Model of coronavirus structure
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2.3 SARS-CoV
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HEA NP, RIXEE S AR N BT R
i%X. ORFs lafil Ib HoLH R FMM N2 RED, W
H N R S AH R A2 Hrp — AN i TR A T A A C
AR ZEAH o IXLEHT AR R -EHIE SR E A,
Fr A ek D0 2 0 e L — o BE B 1 A 1) B B, A
A Mpro ( & 25 [ ) 8% 3CLpro, A& 5 U/INMZ
1% 12 93 73 (picornaviruses) [f] 3C & [l A — L& AH L
Zhb. EFEEBN TR RN ZED, TES
B16FAESEHEH .

SARA-CoV J& T B-ieb IR 7 , & A I £ (AR 45
MEH. Winsp3 e —MEZIREEH, B A EH
ADPribose 1 B FRHEF %1 . SAILSPLpro 4 7 18 5
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2.4 SARS-CoV-2(2019-nCoV)
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CoV —Ff, BliE it ACE2 41 il 52 1 , N J5 B 15 I %
MZ T S B 7 B . 1RSI, B 184
AT SARS # &k LUK , K 5 ™ 8 Sk PR 45 & 1E A
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o — LK iy i SARS-CoV A 1l RE B4 N K. JE B
20302020 4F 1 78 BioRxiv [ & 6 3 Bk 48 H 3
R Jili % 9% 5% 5 SARS-CoV — ¥, il it ACE2 # A
ZH L

Zhu " TE NEMI 7E 28 Jk 2 0B B Ji R il 98
T3 JE 2 B UE 1 TR B PRI 9 o %8 SCHE R BT B e R
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££2019.12.16—2020.01.02 1] ) 41 1) X\ Bt i 12 Jik
GLIgi 9], R I 5 A Gk = 1 P I T RE R L i IR L AR
EA i AE ICU B s B okl . £ AR =AWl
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T — iR TR
3.2 REAEFIREEEAES

2003 7F SARS & & I, B 5 5 R W o O B
76 8] A 32 A, 3R 1 6 E T SARS i # R YR T
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Fig.3 Transmission route of coronavirus
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Table 1 Seven coronaviruses can be transmitted from person to person
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Fig.4 Flow chart of broad spectrum antiviral drugs from
screening to development
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