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Relationship between bone marrow suppression induced by cisplatin and GSTP1
or GSTM1 gene polymorphism
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Abstract: Objective To investigate the relationship between bone marrow suppression induced by cisplatin and GSTPI or GSTM1
gene polymorphism, Methods Case-control study was adopted to investigate 100 newly diagnosed cancer patients undergoing
chemotherapy treated with cisplatin as chemotherapy regimen. WBC and PLT were determined as marrow suppression index. GSTP!
and GSTM1 genotypes were determined by PCR method. Results GSTP/ had three genotypes as AA, AG, and GG gentype. Among
62 cases suffering from marrow suppression, distributions of GSTPI genotype AG/GA were higher significantly than those of GSTP!
AA gentype. GSTM1 included 2 genotypes as deletion (—) and non deletion (+), and cases of GSTMI (+) were less than GSTM1
(—). Logistic analysis showed that GSTP! AG/GG type was an independent risk factor for cisplatin-induced myelosuppression.
GSTM gene deletion was not an independent risk factor for cisplatin-induced myelosuppression, but it could promote the effect of
GSTP1 AG/GG type, leading to further aggravation of cisplatin-induced myelosuppression. Conclusion Cisplatin induced
myelosuppression is associated with GSTP gene polymorphism
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Table 1 Forward primers and reverse primers of GSTPland GSTM1
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Fig. 1 GSTP1 (rsl695) 313 sequencing
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Table 2 Distribution of GSTP1(rsl695)313 polymorphism

in experiment population

FE S KL AL LA R
AA 62 60.84 0.62
AG 32 34.32 0.32
GG 6 4.84 0.06

3. 4. 7. 10 MEFAERL, 1, 20 5. 6. 8. 9 M
wild type: 3,4,7,10; Null type: 1,2,5,6,8,9

2 GSTM1 Kk
Fig.2 GSTML1 electrophoresis
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Table 3 Muti-factors Logistic Regression analysis for marrow suppression

ESES B SE Wals P OR 95% CI
GSTP1 AG/GG 1.022 0.431 7.510 0.006 2.779 1.400~7.594
GSTMI (—) —0.017 0.427 0.956 0.328 0.983 0.658~3.503
GSTPI AA &GSTMI1(—) —0.478 0.419 1.302 0.254 0.620 0.273~1.410
GSTPI AA &GSTM1 (+) —0.887 0.487 3.316 0.069 0.412 0.158~1.070
GSTPI1 AG/GG & GSTMI1(—) 1.212 0.459 4.858 0.028 3.360 1.119~6.769
GSTP1 AG/GG & GSTM1 (+) 0.847 0.738 1.319 0.251 2.333 0.550~9.906
BMI —0.080 0.231 0.120 0.729 0.923 0.404~2.474
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FERIAR LA, wh Mk 40 i 44 FH S 5 (OR=9.25,
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A1 3 NS 29 R N A 7 RORI 25
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FE BEHH] (OR=2.779). GSTMI F:[XHHARA
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2 N FH LA S o BBy R R AL E B R 2=, B
GSTPI1 AG/GG & GSTM1 (+) #:47# (OR=2.333)
LLi, GSTPI AG/GG &GSTMI (—) RENALHER—
R EE 2 S BEF ] (OR=3.360).
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