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Abstract: Objective Based on network pharmacology and molecular docking methods, the active components, potential targets and
mechanism of Xiaoer Fengreging Mixture (Oral Liquid) in the prevention and treatment of swine flu were screened. Methods Firstly,
the composition data and prediction target of Xiaoer Fengreqing Mixture (Oral Liquid) were obtained from TCMSP and BATMEN-
TCM database, and the treatment target of HLN1 was obtained from GeneCards database. Then, the function of the potential target is
revealed by functional enrichment, and the "medicine-active ingredient-potential target” network is constructed by using Cytoscape
software, and the protein interaction network of the potential target is constructed based on the STRING database. Finally,
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the molecular docking verification was carried out between the key targets and components. Results  Atotal of 192 active components

and 141 potential targets of Xiaoer Fengreqing mixture (oral liquid) were screened. Based on the “medicinal material-active ingredient-

potential target” network and molecular docking technology, 17 key active components were selected. The top core targets were

prostaglandin endoperoxide synthase 2 (PTGS2), heat shock protein (HSP90AAL), prostaglandin endoperoxide synthase 1 (PTGS1),

nitric oxide synthase (NOS2), peroxisome proliferator activated receptor gamma (PPARG) and adrenergic receptor § 2 (ADRB2). A
total of 2747 GO items were screened and enriched to 176 pathways related to drug prevention and treatment of HLN1. The preventive
and therapeutic effect of Xiaoer Fengreqging Mixture (Oral Liquid) is mainly related to external stimulus response, signal transduction,
oxidative stress and virus infection pathway. The results of molecular docking showed that the binding between the core target and the
active component was stable. Conclusion Xiaoer Fengreging Mixture (Oral Liquid) may play a role in the prevention and treatment of

swine flu by inhibiting the proliferation of influenza A virus, inhibiting inflammation and regulating immunity.
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Table 1 Key active ingredients of Xiaoer fengreqing mixture (Oral Liquid) and its source medicinal materials
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