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Abstract: Objective To analyze the distribution and drug resistance of pathogenic bacteria from adult blood specimens, in order to
further provide the reference for rational use of antibacterial agents. Methods The strains isolated from the blood in People’s Hospital
of Jianli City from January 2016 to August 2020 were collected, the identification and antimicrobial susceptibility were performed by
VITEK 2-Compact. Drug resistance was judged according to CLSI 2020 and WHONET 5. 6 software was used to analyze the data.
Results Atotal of 1 431 bacterial strains were isolated. Gram-negative bacilli, Gram-positive cocci and fungus accounted for 63.31%,
35.64%, and 1.05%, respectively. They are mainly Escherichia coli, coagulase negative Staphylococcus, Klebsiella pneumonia,
Staphylococcus aureus, and Enterococcus. Gram-negative bacilli are more sensitive to imipenem, meropenem, piperacillin/
tazobactam, and cefoperazone/sulbactam. The prevalence of methicillin resistant S. aureus (MRSA) and methicillin resistant coagulase
negative Staphylococcus (MRCNS) were 16.7% and 71.2%, respectively. No Gram-positive cocci was resistant to linezolid,
vancomycin, teicoplanin, and tigecycline. Conclusion Gram negative bacteria are the main pathogens of bloodstream infection in
adult patients in People’s Hospital of Jianli City. Promoting the rational use of antimicrobial agents and conducting bacterial resistance
surveillance actively should be strengthen to prevent the increase of the bacteria drug resistance.
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Table 1 Distribution of 1 431 strains of pathogenic bacteria
isolated from blood culture
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Table 2 Drug resistance and sensitivity of main gram-negative bacteria from bloodstream infection in the past 5 years
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Table 3 Drug resistance and sensitivity of gram-positive cocci isolated from bloodstream infections in the past 5 years
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