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Analysis of distribution and drug resistance of bloodstream infection pathogens
in Wenjiang District People's Hospital of Chengdu from 2017 to 2018

Y| Hui, ZHENG Quan
Department of Clinical Laboratory, Wenjiang District People's Hospital of Chengdu, Chengdu 611130, China

Abstract: Objective To study the distribution and drug resistance of bloodstream infection pathogens in Wenjiang District People's
Hospital of Chengdu, to guide the rational use of drugs and to reduce nosocomial infections. Methods The distribution and drug
resistance of bloodstream infection pathogens in Wenjiang District People's Hospital of Chengdu were retrospectivly analyzed.
Results A total of 229 strains of pathogenic bacteria were isolated, of which 164 strains were Gram-negative bacilli, with a
composition ratio of 71.62%, including Escherichia coli and Klebsiella pneumoniae. There were 59 stains of Gram-positive bacteria
with a composition ratio of 25.76%, mainly including Staphylococcus aureus and coagulase negative Staphylococcus. Fungi were 6
strains, accounting for 6.22%. The drug resistance rate of E. coli against ampicillin, ampicillin/sulbactam, cephalosporin,
sulfamethoxazole, and quinolones were higher, and had the tendcy of increase. The drug resistance rate of E. coli against amikacin,
minocycline, macrodantin, and carbapenems, and had the tendcy of decrease. The drug resistance rate of K. pneumoniae against most
antibacterial drugs were lower than 10%, but the drug resistance rate increased year by year. The resistance rate of S. aureus against
penicillin was extremely high, and had the tendcy of increase. The resistance rate of coagulase negative Staphylococcus against most
antibacterial drugs were higher, and the resistance rate against macrolides had the tendcy of decrease. There was no Staphylococcus
resistant to vancomycin, teicoplanin, linezolid, macrodantin or amikacin. Conclusion The pathogens of bloodstream infection in
Wenjiang District People's Hospital of Chengdu are mainly Gram-negative bacteria, which have different resistance to common
antibiotics. A perfect antibacterial drug monitoring system should be established to promote rational use of antibiotics.
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Table 1 Distribution of blood culture pathogens from 2017 to 2018

2017 4¢ 2018 4f &
973 IR - N -
n/tk 4 A L% n/tk K4 i L% n/tk F4 L%
2 M 73 70.19 91 72.80 164 71.62
KGR A 49 47.12 64 51.20 113 49.34
IS 4% o T AT B 10 9.62 16 12.80 26 11.35
] e A B P 3 2.88 1.60 5 2.18
HAh 11 10.58 7.20 20 8.73
B2 PV 28 26.92 31 24.80 59 25.76
S OEEERE 5 4.81 4 3.20 9 3.93
it [] ol 9] 7 7 287 BK A 14 13.46 13 10.40 27 11.79
7Bz 2 1.92 4.80 8 3.49
BRI R 2 1.92 4.00 7 3.06
FHofth 5 4.81 2.40 8 3.49
HE 3 2.88 2.40 6 2.62
Al 104 100.00 125 100.00 229 100.00
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Table 2 Resistance rate of major Gram-negative bacteria

o KI5 455 B PRI T 245 28/ % JIti 5 T 5 AT B PRI TR 24 5% 1%
PUR 25

2017 4F 2018 4F 2017 4F 2018 4F
FK-R A2 4,08 0 0 0
ZRTIAR 83.67 87.50 100.00 100.00
AT 32.65 40.63 10.00 12.50
STt 5 20.41 35.94 20.00 6.25
Sk At A 42.86 46.88 20.00 25.00
Sk fu fih g 20.41 28.13 0 12.50
A®mR 26.53 20.31 10.00 6.25
IRKEER 38.78 35.94 0 12.50
2NV 34.69 37.50 10.00 6.25
Didicezas] 6.12 0 0 6.25
AR R 30.61 35.94 0 6.25
KPR 6.12 0 0 6.25
KB 2.04 1.56 0 6.25
Wi 22 [A] 6.12 1.56 10.00 12.50
Wk 7 76 /Al e (2L 2H 4,08 3.13 0 6.25
B AR TG o0 B 4R R 16.33 12.50 10.00 12.50
ST A 46.94 50.00 0 25.00
S AR 42.86 46.88 20.00 31.25
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Table 3 Resistance rate of of major Gram-positive bacteria

o S B BT 5 1R A P 24 2/ % % [ A 9D e 0 767 B A PO i 245 R/ %
PE 4

2017 4F 2018 4F 2017 4F 2018 4
PR A2 0 0 0 0
AER 0 0 7.14 0
RK#ER 0 25.00 14.29 30.77
AR 2 0 25.00 42.86 46.15
AL 0 0 0 0
R A 20.00 25.00 50.00 53.85
S 786 A 0 25.00 28.57 38.46
LR 0 50.00 50.00 38.46
TR R 20.00 50.00 92.86 76.92
R i 87 2% 20.00 50.00 92.86 84.62
) 2 e 0 0 0 0
FAET 0 0 14.29 15.38
BERT 0 0 0 0
UWEZN-~ 20.00 25.00 14.29 38.46
A5 0 0 0 0
AR 20.00 50.00 92.86 76.92
Z T T AR 0 0 71.43 61.54
HER 80.00 100.00 92.86 100.00
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